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number of  signal trans- GPI protein  C-terminal
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2 X X X 394 172
2 X X 412 198
2 X X 417 201
2 X X 418 199
2 X X 412 197
2 X 412 197
2 X 409 192
2 X X 416 196
2 X X 409 186
2 X X 308 201
2 X 401 182
2 X 231 18
2 X 226 12
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2 X 269 43
2 X 210 9
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