88-taxon dataset 110-taxon dataset

STEMS LOOPS LOOPS
Doublet model #RNA #I #1 Standard DNA model # InL i i i i Standard DNA model ~ # InL  k AIC; =-2InL; + 2k A; = AIC;—min AIC

RNA7B+I'g 10 TNO3+Tg+l -17211.50 34485.00 0 GTR+T g+l -15311.78 30691.57

RNA7B+T g+l 23 1 1 -17211.40 32 34486.80 1.80 -156311.22 35 30692.43 0.87
RNA7A+Ig 26 1 0 -17211.38 34 34490.77 5.77 -15311.24 37 30696.48 4.91
RNA7A+Tg+l 26 1 1 -17211.29 35 34492.58 7.58 -15310.70 38 30697.39 5.83
RNA7F+Tg 6 1 0 -17233.97 14 34495.94 10.94 -15334.43 17 30702.85 11.29
RNA7F+T g+l 6 1 1 -17233.72 15 34497.43 1243 -15333.47 18 30702.94 11.38
RNA7D+Tg 9 1. 0 -17233.18 17 34500.36 15.36 -15331.32 20 30702.64 11.08
RNA7D+Tg+l 9 1 1 -17232.89 18 34501.79 16.79 -15330.34 21 30702.68 111
RNA7C+Tg 15 1.0 -17285.43 23 34616.86 131.86 -15415.84 26 30883.69 192.12
RNA7C+Tg+l 15 1 1 -17285.09 24 34618.19 133.19 -15415.71 27 30885.43 193.86
RNA7E+Ig 7 1 0 -17312.78 15 34655.55 170.55 -15439.92 18 30915.85 224.28
RNA7E+T g+ 7 11 -17311.95 16 34655.90 170.90 -15439.36 19 30916.73 225.16
RNA7B+| 23 0 1 -17495.45 31 35052.91 567.91 -15415.89 34 30899.78 208.21
RNA7A+| 26 0 1 -17495.43 34 35058.85 573.85 -15413.94 37 30901.88 210.32
RNA7D+ 9 0 1 -17519.18 17 35072.36 587.36 -15429.86 20 30899.72 208.15
RNA7F+I 6 0 1 -17522.23 14 35072.46 587.46 -15434.45 17 30902.89 211.33
RNA7C+ 15 0 1 -17638.98 23 35323.96 838.96 -15615.12 26 31282.25 590.68
RNA7E+| 7 0 1 -17657.74 15 35345.47 860.48 -15630.62 18 31297.25 605.68
RNA7B 23 0 O -17763.13 30 35586.26 1101.26 -155651.30 33 31168.59 477.03
RNA7A 26 0 0 -17762.62 33 35591.23 1106.23 -15549.91 36 31171.82 480.25
RNA7F 6 0 0 -17787.60 13 35601.20 1116.20 -15569.99 16 31171.98 480.41
RNA7D 9 0 0 -17786.13 16 35604.27 1119.27 -15566.67 19 31171.35 479.78
RNA7C 15 0 0 -17900.15 22 35844.30 1359.30 -156751.25 25 31552.49 860.93

0 0 -17914.08 35856.16 1371.16 -15767.71 31569.42




