
 

SNP Insertion 

Chr_.gen (File) 

LD1  (2b) 
Framework: Low-density microsatellite linkage map 
LOD:  ≥  3.0 
FLIPS: = 3 

LOD:  ≥  2.0 
FLIPS:  = 3 

CRI-MAP 

BUILD output (2a) 

ARTIFICIAL LINKAGE MAP – I (ALMI) 

MultiMap

Chr_.unmapped (File) 

ARTIFICIAL LINKAGE MAP – II …III …IV…V… 

Frame:  ARTIFICIAL LINKAGE MAP – I…II…III…IV… 
LOD:  ≥  2.0 
FLIPS: = 2

Chr_.final.map (File) 

LD2  (2c) 
Framework:  NONE 
LOD:  ≥  3.0 
FLIPS: = 3

LD3  (2d) 
Framework: Low-density microsatellite-SNP linkage map 
LOD:  ≥  3.0 
FLIPS: = 3

LOD:  ≥  2.0 
FLIPS:  = 3 

Data = 294 microsatellite + 3 haplotypes + 2 SNP + 10K SNP panel 

Data = 294 microsatellite + 3 haplotypes + 2 SNP genotypes  

FINAL: HIGH-DENSITY BOVINE LINKAGE MAP 

CRI-MAP 

Microsatellite based linkage map (LDM) (1a)

Chr_.gen (File) 

1 
MultiMap

2 

LOD:  ≥  2.0 
FLIPS:  = 3 

3,4 
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