Additional File 7: estimated number of major haplotypes

Haplocount-50

AvDiv AvDiv AvDi
target-subtarget all E2 B2 E3 E5 A3 _101 9 v_10 SRI
N N freq N freq N freq N freq N freq N fre¢ N freq N freq N freq
ggal region-1 40 2 099 4 0.88 3 0.76 5 097 5 084 3 047 8 096 4 087 4 093
ggal region-2 39 3 1.00 2 091 3 046 5 098 7 091 5 0.74 5 090 7 0.87 4 1.00
gga2 region-1 35 1 092 3 094 6 0.95 4 09 7 084 4 054 7 083 4 087 6 1.00
gga2region-2 43 2 091 3 094 2 089 4 093 7 098 6 076 7 089 9 079 6 093
gga26region-1 50 2 095 5 0.83 5 0.63 4 088 8 0.78 6 0.57 6 0.67 7 0.67 5 1.00
gga26region-2 56 2 095 10 08 5 0.73 4 093 8 072 6 064 9 083 4 069 6 1.00
gga27 region-1 46 3 0.92 4 0.88 5 0.68 3 082 4 062 6 0.79 6 1.00 5 052 6 092
gga27region-2 45 3 085 8 081 3 024 3 085 6 050 3 050 6 058 8 081 5 1.00
Haplocount-25
AvDiv AvDiv AvDi
target-subtarget all E2 B2 E3 E5 A3 _101 9 v_10 SRI
N N freq N freq N freq N freq N freq N fre¢ N freq N freq N freq
ggal region-1 32 2 1.00 3 0.89 3  0.80 5 098 5 08 4 0.60 5 096 4 090 2 1.00
ggal region-2 37 3 1.00 2 091 5 0.63 4 098 6 094 5 083 5 094 7 094 2 1.00
gga2 region-1 42 1 092 3 094 6 0.96 4 098 6 089 5 0.60 8 0.91 5 092 5 1.00
gga2 region-2 30 2 091 3 0.95 2 094 3 099 6 098 7 083 6 09 7 087 4 1.00
gga26region-1 48 2 097 4 090 5 0.66 3 098 6 08 6 0.66 6 081 6 073 3 1.00
ggal26region-2 49 2 096 7 0.98 4 0.85 3 09 5 09 6 0.78 8 081 6 092 3 1.00
gga27 region-1 40 3 094 4 091 4 0.77 2 086 6 074 6 0.81 5 1.00 5 058 4 1.00
gga27 region-2 42 2 091 6 0.88 6 0.52 3 08 7 067 4 058 7 079 8 089 2 1.00

Estimated number of major haplotypes (haplotypes occurring in >5% among the studied
populations). The second column for each of the populations shows the percentage of
haplotypic diversity explained by the major haplotypes.



