Additional file 2.  Competitor sequences for quantitative gene expression analysis (rcPCR)a
	Gene name
	Competitor sequence

	AKR1C4
	CATTCCACCTGGTTGCAGACGGGCTTGTACTcGAGCCCTGGCTTGTTCAGGATCATCTCCAGCT

	CYB5A_-8(5’UTR)
	ATACTTCACGGCTTTGTCGGACTGTTCGGCCATTTCGTAAgGCGGCGAACCTCAGGCCCTGCTGACAGCGGCAGAGATGAGCGGAACAGAG

	CYB5A_iso1-2
	GTCCACCAGCTGGAATTAGATTCAACAGTGGTAATAAGAGcTTCCGAAGGCTTGGCAATCTTTGATCTG

	CYP11A1
	ATGGATGTCGTGTCTACACCCCCTGCCAGCATCTCGGTAACATTGGCCTTAtCATCTTCTGAGAGCAGCTTGTCATTTCC

	CYP17
	ATTCGCCAATGCTGGAGTCAATGATAGCCCTGTGGGGGgTGAGCGTAGGGGACACAGGCCGGAATCGAA

	CYP19A2
	GTCTCTTTCACCAATAACAGTCTGGATTTCCTTCACTATTGCCTCTTCAACCcGGGGGTGCTTTGCAATGAGAAACAGC

	CYP21_exon8
	ACGGTCCTTGTATGGGACTCGGGAGCCCGCAGCTCCAGGGCCCAGCTCtCGATCTAACTCCTCCTGCAGCCGCCACTGAATCTCAGGGT

	CYP21_exon9
	AGGTGGGCACCTTGGAGGTTGGGGATGACAACGGTGCCCTCAcGGATGTCGTAGCCGAAGATGCTGCTAG

	DHRS4
	TCCATCCACAACACCTGGCTGAAGTTAGTCTTGATGAGTCCAGGCGCCAGGCAGTaCACCCTAATGTTCCTTGGGGCCAGCT

	FTL
	AAGTCACAGAGGTGGGGGTCTGCGCGGGCAGAACCCAGCGCATGCAGATCCtCAAGAGCCTGGTTCAGTCCCTTCTCCAAGT

	HPRT
	TTTCACCAGCAAGCTTGCAACCTTGACCATCTTTGGATTATGCTGCTTGACCAgGGAAAGCAAGGTTTGCATTGTTTTGCCAG

	HSD17B4
	AGATCTCCACCCTCAGATGGTATCTTAGCTAAAGTATCAGATGTTGGCACAtGATCCACGTATGCATTTGAAATGACAGTGTCTCCAGTTTCTTGG

	HSD3B_exon2
	GCTGGGTACCTTTCACATTGACCTTCATGACGGTCTCTCGCCCAACGGgGTTGACCACGTCGATGATAGAGGC

	HSD3B_5’UTR
	CCATCCAGCCATTGCTAAACCTGGGCcCCGAGAAATACTTGCCAGGAACCAGAAAACACTGGGGA

	NCOA4
	TCAGGAATTTGGATGGTCTTGAGGGACCCAAATGTGGTGATGGCCTGGCGaAGAGCAGTTGTGTCAGTTTCAAAAAGCAGGACAGTCGAATCTTCA

	PGRMC1
	ATGGTACTTGAAAGTGAACTGAGAGTCCCAGTCATTCAGGGTCTCCcGCTGGGCAGGAGTGAGGTCAGAAAGGTCA

	SMPD1
	CTCGTACCTGTTCACGATTCGGTAATAATTCCAGCTCCAGCaCTTCAGGCAGTGCCCTGGGGGAATACGGCCGATGATAT

	STAR
	CGTGCTCAGCTCTGATGACCCCCTTCTGCTCAGGCATCTCTCCAAAGTCcGTGGCCATGCCAGCCAGCACACACACGGAA

	SULT2A1
	GTATCAGGACGTTCTCCTTGTCTCGCATGGGCgACCAGCCACGAATGTGGTCAAACCATGATCCATAGGGCACATTTCCTTGG


aArtificial mutations introduced in the competitor sequences are indicated with grey lower-case letters. Accession number as in Table 1.

