agacggtccatgctcaatggtccaccacagatatgaaaccacttctggagtgagagtggegetcagttgetgeccacagggtgacttaaa

tgtcccaagetggaaggtggagagagacgtggacgecccctgggetotgggeccaccctcgaggATGACATCTCGGGAGCAGCTGGTGCTG
MetThrSerArgGluGlinLeuVallLeu

CAGGTGCTGCAGGAGCTGCAGGAGGCAGTGGAGTCCGAGGGCCTGGAGGGTCTTGTGGGTGCCGCTCTGGAAGCCAAGCAGGTTTTGTCT
GInValLeuGInGluLeuGInGluAlaValGluSerGluGlyLeuGluGlyLeuValGlyAlaAlaLeuGluAlalLysGlInValLeuSer

TCCTTTGCTCTCCCCACCTGCCGGGAGGGAGGCCCCGGCCCCCAGGTGCTGGAGGTGGACTCAGTGGCCCTGAGCCTGTACCCAGAGGAT
SerPheAlalLeuProThrCysArgGluGlyGlyProGlyProGIinValLeuGluValAspSerValAlaLeuSerLeuTyrProGluAsp

GCTCCCCGGAACATGTTGCCGCTGGTGTGCAAGGGCGAGGGCAGCCTGCTGTTCGAGGCGGCCAGCATGCTGCTCTGGGGTGACTCGGGC
AlaProArgAsnMetLeuProlLeuValCysLysGlyGluGlySerLeuLeuPheGluAlaAlaSerMetLeuLeuTrpGlyAspSerGly

CTCAGCCTGGAGCTGCGGGCCCGCACGGTGGTGGAGATGCTGCTGCACCGGCACTAGTACCTCCAGGGCATGATCGACTCCAAGGTGATG
LeuSerLeuGluLeuArgAlaArgThrValValGluMetLeuLeuHisArgHisTyrTyrLeuGInGlyMet| leAspSerLysValMet

CTGCAGGCTGTGCGCTATTCCCTCTGCTCCGAGGAGTCCCCTGAGATGACCAGCCTGCCCTCCGCCACGCTGGAGGCCATCTTCGACGCG
LeuGInAlaValArgTyrSerLeuCysSerGluGluSerProGluMetThrSerLeuProSerAlaThrLeuGluAlal lePheAspAla

GACGTCAAGGCCAGCTGCTTTCCTAGCAGCTTCTCCAATGTGTGGCACTTGTATGCCCTGGCCTCCGTCCTTCAGCGCAACATCTAGTCC
AspValLysAlaThrCysPheProSerSerPheSerAsnValTrpHisLeuTyrAlalLeuAlaSerValLeuGlnArgAsnlleTyrSer

ATCTACCCCATGCGCAACGTCAAGATCCGGCCCTACTTTAACCGTGTCATCCGGCCCCGCCGCTGTGACCACATGCCCGCCAGGCTGCAG
| leTyrProMetArgAsnLeulLys| |eArgProTyrPheAsnArgVal | leArgProArgArgCysAspHisMetProAlaThrLeuHis

ATCATGTGGGCTGGCCAGCCCCTCAGCAAGCACCTCTTCCGCCACCAGTACTTTGCCCCCGTGGTGGGGCTGGAGGAGGTGGAGGCTGAA
| leMetTrpAlaGlyGInProLeuThrAsnHisLeuPheArgHisGInTyrPheAlaProValValGlyLeuGluGluValGluAlaGlu

AGTGCCACCACCAGCCTGGCCCCGACGCCTCCAGCCTTGGCCCCGCTGCCCCCGCCCGCCAAGACCCTGGAGCTGCTCAGCCAGGAGCCT
SerAlaThrThrSerLeuAlaProThrProProAlalLeuAlaProlLeuProProProAlaLysThrLeuGluLeuLeuSerGInAspPro

GGCCTCAGCTACTGCTACCTCTGTGAGCGCTACAGTGTCACCAAGAGCACCTTCTACCGCTGGCGGCGGCAGTCCCAGGAGCACCGGCAG
GlyLeuSerTyrSerTyrLeuCysGluArgTyrSerValThrLysSerThrPheTyrArgTrpArgArgGinSerGInGluHisArgGin

AAGGTGGCCACCCGCTTCTCGGCCAAGCACTTCCTGCAGGACAGCTTCCACCGTGGGGGCGTCGTGCCGCTGCAGCAGTTCCTCCAGAGG
LysValAlaThrArgPheSerAlalLysHisPhelLeuGlnAspSerPheHisArgGlyGlyValValProlLeuGInGInPheLeuGInArg

TTTCCTGAGATCTCCCGCTCTAGCTATTATGCCTGGAAGCACGAGCTCTTGGGGTCTGGCACGTGCCAGGCACTAGGCCCGATGGAGGAG
PheProGlul leSerArgSerThrTyrTyrAlaTrpLysHisGluLeuLeuGlySerGlyThrCysGInAlaLeuGlyProMetGluGlu

CTGGAGAAGTTGACGGAGGAGCAGGTTGCCGAGGGGCTAGGATGGTCCTCCCCGGCCGTGTCGAGCCCCGGAATGGTCTTGATGCAGCGG
LeuGluLysLeuThrGluGluGInValAlaGluGlyLeuGlyCysSerSerProAlaValSerSerProGlyMetValLeuMetGInArg

GCCAAGTTGTACCTGGAGCACTGCATCTCCCTGAATACACTGGTACCCTATCGCTGCTTCAAACGCAGGTTCCCCGGCATCTCCCGGTCC
AlaLysLeuTyrLeuGluHisCys|leSerLeuAsnThrLeuValProTyrArgCysPheLysArgArgPheProGly|l |eSerArgSer

ACCTACTACAACTGGCGCCGGAAGGCTCTCCGAAGGAACCCCAGCT TCAAGCCGGCCCGTGTCCTCTCGGTGGCTGGGGCTACCCAGCCA
ThrTyrTyrAsnTrpArgArglysAlalLeuArgArgAsnProSerPhelLysProAlaProVallLeuSerValAlaGlyAlaThrGInPro

GCTTCTGTTGGGGAAAAGGCCTTGCTCCCTTGGGAGGGTGAGGTGGGAGAGGAGGCAGGGAAAGCAACGGGTGGGGGGCAACCTGCCCCG
AlaSerValGlyGluLysAlaLeuLeuProTrpGluGlyGluValGlyGluGluAlaGlyLysAlaThrGlyGlyGlyGInProAlaPro

CGGGAGTTCCTGCCCCTGAGGATGCCCCTGTCCCGTTGGCAGAGGCGTCTGCGCAGGGAAGCCCGCAAGCAGGTGCTCAGTGGGCAGCTG
ArgGluPhelLeuProlLeuArgMetProlLeuSerArgTrpGlnArgArgleuArgArgGluAlaArglysGinVallLeuSerGlyHisLeu

CCCTTCTGTCGCTTCCGCCTCCGCTACCCAAGCCTGTCACCCTCCACCTTTTGGGTGTGGAAGAGTCTTGCACGGGGCTGGCCCAGAAGC
ProPheCysArgPheArglLeuArgTyrProSerLeuSerProSerThrPheTrpValTrpLysSerLeuAlaArgGlyTrpProArgSer

CTGTCCAAGCTCCATATTGAGGCCCCCACCTTGGGCAAAGGGGGCATTCAGGAGGTGGAGGAGAAACAGGAGAAAGAAGCTGGTAGGAAC
LeuSerLysLeuHis| leGInAlaProThrLeuGlyLysGlyGlylleGInGluValGluGluLysGInGluLysGluAlaGlyArgAsn

GTGACAGCTGCCATGGCTGCGCCTGCAGGGACCCTGCAGATGACAGCTTCCCCAGGAGAGGATCCAGGGGCGGCCCTGGGAGGGCCTTCC
ValThrAlaAlaMetAlaProProAlaGlyThrLeuGlnMetThrAlaSerProGlyGluAspProGlyAlaAlalLeuGlyGlyProSer

AGAGAGGGGGCCCTACAAGAGGGGGCCATGGCCCAGGGCCGCCCCATGGTGGCAGCGGCAGGTGGCAGGGATGGCCAGGTGCTGGTGATG
ArgGluGlyAlaLeuGInGluGlyAlaMetAlaGInGlyArgProMetValAlaAlaAlaGlyGlyArgAspGlyGinVallLeuValMet

GACATGCTCGCCACCACAAAGTTCAAGGCCCAGGCCAAGCTGTTCCTGCAGAAGCGCTTCCAATCCAAGAGCTTCCCCTCCTACAAGGAG
AspMetLeuAlaThrThrLysPhelLysAlaGlnAlalLysLeuPhelLeuGlnLysArgPheGlInSerLysSerPheProSerTyrLysGlu

TTCAGCGCCCTCTTCCCCGTCAGTGCTCGCTCGTAGCTACTACATGTGGAAGCGCGCCCTGTACGATGGCCTCACCCTGGTCGATGGCTGA
PheSerAlalLeuPheProLeuThrAlaArgSerThrTyrTyrMetTrpLysArgAlalLeuTyrAspGlyLeuThrLeuValAspGlys*x*

cagggeggggtgaaaagggetgggacgaagaaggaggaccgetttggagagggtcagggacctgagttgecocegecteccoctggetty
gccaggatgecctttgttcccacaatgtotaccctgaatccaggggcagatttgeattgtttectagotccagggcagagggagccagag
attagccatctggectcctgecagagagetacaggaccagtcattectottcagttgtttaccattottatttttattategtottagtttt
ttgttttgatgtaaatggcteggecaggeccccttgetggtegttggaatecgttatgtgttteggggatccaaaggggaggtggttageta
aagaatctttcagegtttcctggggactaagggagtgtcatageatggecctetgtecccctgggecagaagataggtettcagtteottt
tgggggttggcaccecteccttactccaagatgtttcccaaaggaacattggaaatcagatctggagecaggtcatggettetgoctggtegce
cccagggagagggtgccaggettagggtgagcagaagtggegatgttaccagaagaaccaaggttggoctttggaaggtoctgagetaga
tcacggaggotggectgatecttctgaggagtttaggtaaggggctataggaaagggecctgggtotetgcttgctagagectggeccate
tgttctggaccccacag
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NV062-1 C/T
NV062-2 G/A

NV064 G/A
Gly/Asp

NV065 C/T



