
Sorbs: 885,899 
markers of 
combined
Affy 500k and 6.0

HapMap TSI: 
1,374,150 
markers 

Restricted to 
KORA / Sorbs 
marker set: 
340,274 markers

HapMap CEU: 
3,907,239 
markers 

KORA / Sorbs 
marker set, 
chromosome 22: 
5,382 

Imputation of missing 
genotypes (MACH)

Restricted to 
KORA / Sorbs 
marker set: 
368,825 markers

Intersection of 
KORA and Sorbs
marker sets: 
471,012 
markers

call rate of raw data 
over all 
populations < 99% 
p-value of stratified 
HWE test <10-6

p-value of platform 
association in 
Sorbs data < 10-7 

call rate of raw data 
over all 
populations < 95% 
p-value of stratified 
HWE test <10-6

p-value of platform 
association in 
Sorbs data < 10-7 

AnalysesRaw data
Basic marker
sets

KORA: 488,756 
markers of 
Affy 500k

Intersection of 
KORA/Sorbs/CEU/
TSI marker set: 
199,702 

Principal 
components 
analysis 

Intersection of 
KORA/Sorbs/CEU/
TSI marker set: 
306,081 

Quality filter

KORA / Sorbs 
marker set: 
424,476 

Relatedness
F-statistics 
rare SNPs   

Linkage 
disequilibrium
power  

Runs of 
homozygosity

Analysed 
marker sets

 


