[bookmark: _GoBack]Additional File 2.  C. elegans SPE-8 paralogs
SPE-8 and its paralogs with a match significance ≤10-30.  The chromosome and start position are given for each paralog, as is the RPKM (Reads Per Kilobase of exon model per Million mapped reads) from RNA-seq for sperm gene identification [14].  The presence of a value in RPKM indicates upregulation in sperm.  fem-3/fem-1 expression ratio, where larger ratios indicate upregulation in sperm [9].  If available, the identity of a knockout allele, and its phenotype are listed.   Phenotype data were taken from www.wormbase.org, version WS240.
	GeneName
	Chr
	Start Location
	RPKM

	fem-3/ fem-1 
	KO allele available
	KO allele Phenotype
	RNAi Phenotype

	F26E4.5
	I
	9771196
	0.112
	11.8
	gk1194431
	-
	Neuronal

	F23C8.7
	I
	2425237
	0.060
	10.4
	gk4625771
	-
	aldicarbR

	C25A8.5
	IV
	6999220
	0.165
	21.2
	gk2046421
	-
	aldicarbR

	kin-26
	IV
	7877926
	--
	18.8
	gk1194431
	-
	-

	kin-5
	IV
	9969307
	0.170
	20.6
	tm40722
	viable
	-

	frk-1
	IV
	10043372
	--
	15.9
	ok7602
	-
	embryonic

	T25B9.4
	IV
	10757835
	0.080
	19.2
	tm41412
	viable
	-

	C55C3.4
	IV
	5678259
	0.181
	21.8
	-
	-
	-

	C35E7.10a
	I
	10812998
	0.109
	NA
	gk11042
	sterile
	-

	ZK622.1
	II
	5293454
	0.104
	18.9
	tm42562
	viable
	-

	T06C10.3
	IV
	7508502
	0.084
	19.6
	tm42622
	viable
	aldicarbR

	W01B6.5
	IV
	10075860
	0.076
	10.6
	gk2101361
	-
	-

	F57B9.8
	III
	6935428
	0.056
	19.4
	tm44512
	sterile
	numerous somatic

	kin-31
	III
	8671319
	0.079
	6.4
	tm3232
	viable
	-

	kin-14
	I
	7079695
	0.031
	6.0
	WBVar000911622
	-
	small

	F22B3.8
	IV
	11425403
	0.031
	10.8
	tm45342
	viable
	growth

	ZK593.9
	IV
	10940534
	--
	8.5
	gk6632111
	-
	-

	abl-1
	X
	10625286
	--
	0.5
	tm43012
	viable
	numerous somatic

	F59A3.8
	I
	5525516
	0.076
	9.1
	tm51182
	viable
	-

	R11E3.1
	IV
	4789285
	0.176
	30.0
	tm42762
	viable
	-

	ZC581.7
	I
	6662426
	0.174
	19.5
	tm41662
	viable
	-

	Y116A8C.38b
	IV
	17130344
	0.065
	25.7
	tm41062
	viable
	-

	Y116A8C.24a
	IV
	17070989
	0.054
	22.8
	-
	-
	-

	R05H5.4
	II
	10199855
	0.128
	3.7
	ok28752, 
tm43542
	-
viable
	-

	T25B9.5
	IV
	10754718
	--
	10.2
	tm40602
	sterile
	aldicarbR

	Y69E1A.3
	IV
	10951893
	--
	14.3
	tm43272
	sterile
	aldicarbR

	src-2
	I
	14320892
	--
	0.7
	ok8192
tm11392
	-
viable
	P-vul, lethal

	C18H7.4
	IV
	592954
	0.156
	15.2
	tm39022
	viable
	-

	kin-24
	IV
	9841189
	0.054
	10.4
	-
	-
	-

	src-1
	I
	1564278
	--
	NA
	ok26853
	movement defects
	numerous somatic

	kin-21
	IV
	9832557
	0.052
	7.3
	gk31842
	viable
	endocytosis

	Y52D5A.2
	IV
	5464381
	--
	NA
	tm41252
	-
	aldicarbR

	K09B11.5b
	IV
	13434237
	--
	10.6
	tm44442
	viable
	-


1Indicates nonsense allele; 2indicates an indel; 3lesion not known.  
NA in fem-3/fem-1 column indicates genes not included in the microarray experiment.
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