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B Hel-BSSS53-z1C1 aTCTATACTACTCTATTAAG...... TTTATATTCCGTGGCATCGCACGGGCACATACCTAGE
Sh2-7527 aTCTCTACTACT TATTAAG...... TATTCACTCCGTAGCAACGCACGGACATTCACCTAGE
bal-Ref ATCTATACTACTCTATTAAG : « o e e e oo vvws TTCCGTAGCAACGCACGGGTATATACCTAGE
HelA-1la aTCTCTACTACTCTAT AAG...... TTTTACTCCCGTCGCAACGCACGGGCACTCACCTAGE
HelB aTCTAAAGTATTAAAACTTG. ... .. CCGATAGGGCGCCCGTATGGGCGCCCCATGTTCTAGE
Mol7 14577 aTCTCTACTACTCC TTAAG...... ATAGGTCCCCGTTGCAACGCACGAGCACTCGCCTAGE

B73 14578 aTCTATACTAC CTATTAAG...... ATAGGTCCCCGTTGCAACGCACGGGCACTCACCTAGt
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CAACCATGGATGAGGCGCAAGTTGTGGAGTCAAAGGATGGAACCATCTCAGTTGCTTCTGCATTTGTTGCTCATCAGGAAGCTGTACAAGACAGGGATCACAAATTCTTGACAAAAGCAG
CAACCATGGATGAGGCGCAAGTTGTGGAGTCAAAGGATGGAACCATCTCAGTTGCTTCTGCATTTGTTGCTCATCAGGAAGCTGTACAAGACAGGGATCACAAATTCTTGACAAAAGCAG
CAACCATGGATGAGGCGCAAGTTGTGGAGTCAAAGGATGGAACCATCTCAGTTGCTTCTGCATTTGCTGCTCATCAGGAAGCTGTGCAAGACAGGGATCACAAATTCTTGACAAAAGCAG
CAACCATGGATGAGGCGCAAGTTGTGGAGTCAAAGGATGGAACCATCTCAGTTGCTTCTGCATTTGCTGCTCATCAGGAAGCTGTGCAAGACAGGGATCACAAATTCTTGACAAAAGCAG
CAACCATGGATGAGGCGCAAGTTGTGGAGTCAAAGGATGGAACCATCTCGGTTGCTTCTGCATTTGCTGGTTATCAGGAAGCTGTGCAAGACAGGGATCACAAATTCTTGACAAAAGCAG
CAACCATGGATGAGGCGCAAGTTGTGGAGTCAAAGGATGGAACCATCTCGGTTGCTTCTGCATTTGCTGGTTATCAGGAAGCTGTGCAAGACAGGGATCACAAATTCTTGACAAAAGCAG
CAACCATGGATGAGGCGCAAGTTGTGGAGTCAAAGGATGGAACCATCTCGGTTGCTTCTGCATTTGCTGGTTTTCAGGAAGCTGTGCAAGACAAGGATCACAAATTCTTGACAAAAGCAG

CAACCATGGATGAGGCGCAAGTTGTGGAGTCAAAGGATGGAACCATCTCGGTTGCTTCTGCATTTGCTGGTTTTCAGGAAGCTGTGCAAGACAAGGATCACAAATTCTTGACAAAAGCAG
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TGGAAGAAGCATACCGAGGAGTCGATTGCGGCGATGGAGGTCCATTTGGAGCAGTTGTCGTCCGTAATGATGAAGTGGTTGTTAGCTGCCATAACATGGTTCTGAAGCACACTGACCCTA
TGGAAGAAGCATACCGAGGAGTCGATTGCGGCGATGGAGGTCCATTTGGAGCAGTTGTCGTCCGTAATGATGAAGTGGTTGTTAGCTGCCATAACATGGTTCTGAAGCACACTGACCCTA
TGGAAGAAGCATACCGAGGAGTCGATTGCGGTGACGGAGGTCCATTTGGAGCAGTTGTCGTATGTAATGATGAAGTGGTAGTTAGCTGCCATAACATGGTTCTGAAGCACACTGACCCTA
TGGAAGAAGCATACCGAGGAGTCGATTGCGGTGACGGAGGTCCATTTGGAGCAGTTGTCGTATGTAATGATGAAGTGGTAGTTAGCTGCCATAACATGGTTCTGAAGCACACTGACCCTA
TGGAAGAAGCATATCGAGGAGTCGATTGCGGTGACGGAGGTCCATTCGGAGCAGTTGTCGTCTGTAATGACGAAGTAGTAGTCAGCTGCCATAACATGGTTCTGAAGCACACTGACCCTA
TGGAAGAAGCATATCGAGGAGTCGATTGCGGTGACGGAGGTCCATTCGGAGCAGTTGTCGTCTGTAATGACGAAGTAGTAGTCAGCTGCCATAACATGGTTCTGAAGCACACTGACCCTA
TGGAAGAAGCATATCGAGGAGTCGATTGCGGTGACGGAGGTCCATTTGGAGCAGTTGTCGTCCGTAATGACGAAGTAGTAGTTAGCTGCCATAACATGGTTCTAAAGCACACTGACCCTA
TGGAAGAAGCATATCGAGGAGTCGATTGCGGTGACGGAGGTCCATTTGGAGCAGTTGTCGTCCGTAATGACGAAGTAGTAGTTAGCTGCCATAACATGGTTCTAAAGCACACTGACCCTA
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CTGCGCATGCTGAAGTAACTGCAATTAGAGAGGCTTGCAAAAAGCTCGGGAAAATCGAGCTCTCTGACTGCGAAATTTACGCGTCCTGCGAGCCATGCCCAATGTGCTTTGGTGCAGTTC
CTGCGCATGCTGAAGTAACTGCAATTAGAGAGGCTTGCAAAAAGCTCGGGAAAATCGAGCTCTCTGACTGCGAAATTTACGCGTCCTGCGAGCCATGCCCAATGTGCTTTGGTGCAGTTC
CTGCGCATGCTGAAGTAACTGCAATTAGAGAGGCTTGCAAAAAGCTCGGGAAAATCGAGCTCTCTGACTGCGAAATTTACGCGTCCTGCGAGCCATGCCCAATGTGCTTTGGTGCAGTTC
CTGCGCATGCTGAAGTAACTGCAATTAGAGAGGCTTGCAAAAAGCTCGGGAAAATCGAGCTCTCTGACTGCGAAATTTACGCGTCCTGCGAGCCATGCCCAATGTGCTTTGGTGCAGTTC
CTGCGCATGCTGAAGTAACTGCAATTAGAGAGGCTTGCAAAAAGCTTGGGAAAATTGAGCTCTCAGACTGCGAAATTTACGCGTCCTGCGAGCCATGCCCAATGTGCTTTGGTGCAGTTC
CTGCGCATGCTGAAGTAACTGCAATTAGAGAGGCTTGCAAAAAGCTTGGGAAAATTGAGCTCTCAGACTGCGAAATTTACGCGTCCTGCGAGCCATGCCCAATGTGCTTTGGTGCAGTTC
CTGCGCATGCTGAAGTAACTGCAATTAGAGAGGCTTGCAAAAAACTTGGGAAAATTGAGCTCTCTGACTGCGAAATTTACGCGTCTTGCGAGCCATGCCCAATGTGCTTTGGTGCAGTTC

CTGCGCATGCTGAAGTAACTGCAATTAGAGAGGCTTGCAAAAAACTTGGGAAAATTGAGCTCTCTGACTGCGAAATTTACGCGTCTTGCGAGCCATGCCCAATGTGCTTTGGTGCAGTTC
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ATCTCTCCCGAATCAAGAGGCTGGTTTATGGGGCCAAGGCGGAGGCTGCCATCGCCATTGGGTTTGACGACTTCATTGCAGATGCTCTGAGAGGCACTGGGTTCTACCAGAAGGCCAACA
ATCTCTCCCGAATCAAGAGGCTGGTTTATGGGGCCAAGGCGGAGGCTGCCATCGCCATTGGGTTTGACGACTTCATTGCAGATGCTCTGAGAGGCACTGGGTTCTACCAGAAGGCCAACA
ATCTCTCCCGGATCAAGAGGCTGGTTTATGGGGCCAAGGCGGAGGCTGCCATCGCCATTGGGTTCGACGACTTCATTGCAGATGCTCTGAGAGGCACTGGGTTCTACCAGAAGGCCAACA
ATCTCTCCCGGATCAAGAGGCTGGTTTATGGGGCCAAGGCGGAGGCTGCCATCGCCATTGGGTTCGACGACTTCATTGCAGATGCTCTGAGAGGCACTGGGTTCTACCAGAAGGCCAACA
ATCTCTCCCGAATCAAGAGGCTGGTTTATGGGGCCAAGGCAGAGGCTGCCATCGCCATTGGATTTGATGACTTCATTGCAGATGCTCTGAGAGGCACTGGGTTCTACCAGAAGGCCAACT
ATCTCTCCCGAATCAAGAGGCTGGTTTATGGGGCCAAGGCAGAGGCTGCCATCGCCATTGGATTTGATGACTTCATTGCAGATGCTCTGAGAGGCACTGGGTTCTACCAGAAGGCCAACT
ATCTCTCCCGAATCAAGAGGCTGGTTTATGGGGCCAAGGCAGAGGCTGCCATCGCCATTGGATTTGATGACTTCATTGCAGATGCTCTGAGAGGCACTGGGTTCTACCAGAAGGCCAACT

ATCTCTCCCGAATCAAGAGGCTGGTTTATGGGGCCAAGGCAGAGGCTGCCATCGCCATTGGATTTGATGACTTCATTGCAGATGCTCTGAGAGGCACTGGGTTCTACCAGAAGGCCAACT
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TGGAGATCAAGAAGGCCGACGGCAATGGCGCACTGATCGCCGAGCAGGTCTTCGAAAAGACTAAGGAGAAGTTCCAGATGTACTGA
TGGAGATCAAGAAGGCCGACGGCAATGGCGCACTGATCGCCGAGCAGGTCTTCGAAAAGACTAAGGAGAAGTTCCAGATGTACTGA
TGGAGATCAAGAAGGCCGATGGCAATGGCGCGCTGATTGCCGAGCAGGTCTTCGAAAAGACTAAGGAGAAGTTCCAGATGTACTGA
TGGAGATCAAGAAGGCCGATGGCAATGGCGCGCTGATTGCCGAGCAGGTCTTCGAAAAGACTAAGGAGAAGTTCCAGATGTACTGA
TGGAGATCAAGAAAGCTGACGGCAATGGTGCATTGATCGCTGAGCAAGTCTTTGAAAAGACTAAAGAGAAGTTCCAGATGTACTGA
TGGAGATCAAGAAAGCTGACGGCAATGGTGCATTGATCGCTGAGCAAGTCTTTGAAAAGACTAAAGAGAAGTTCCAGATGTACTGA
TGGAGATCAAGAAAGCTGACGGCAATGGTGCATTGATCGCTGAGCAAGTCTTTGAAAAGACTAAAGAGAAGTTCCAGATGTACTGA

TGGAGATCAAGAAAGCTGACGGCAATGGTGCATTGATCGCTGAGCAAGTCTTTGAAAAGACTAAAGAGAAGTTCCAGATGTACTGA
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