
Hel-BSSS53-z1C1 aTCTATACTACTCTATTAAG......TTTATATTCCGTGGCATCGCACGGGCACATACCTAGt 

Sh2-7527        aTCTCTACTACT_TATTAAG......TATTCACTCCGTAGCAACGCACGGACATTCACCTAGt

ba1-Ref         aTCTATACTACTCTATTAAG............TTCCGTAGCAACGCACGGGTATATACCTAGt

HelA-1a         aTCTCTACTACTCTAT_AAG......TTTTACTCCCGTCGCAACGCACGGGCACTCACCTAGt

HelB            aTCTAAAGTATTAAAACTTG......CCGATAGGGCGCCCGTATGGGCGCCCCATGTTCTAGt

Mo17_14577      aTCTCTACTACTCC_TTAAG......ATAGGTCCCCGTTGCAACGCACGAGCACTCGCCTAGt

B73_14578       aTCTATACTAC_CTATTAAG......ATAGGTCCCCGTTGCAACGCACGGGCACTCACCTAGt
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Fig. 3 ZmCDA1   1 MDEAQVVESKDGTISVASAFAAHQEAVQDRDHKFLTKAVEEAYRGVDCGDGGPFGAVVVC    60
ZmCDA2   1 MDEAQVVESKDGTISVASAFAGFQEAVQDKDHKFLTKAVEEAYRGVDCGDGGPFGAVVVR    60
ZmCDA3   1 ------MESKDGTISFASAFAAHQEAVQDRDHKFLTKAVEEAYRGVDCGDEGPFGAVVVR    54
SbCDA1   1 MDEAQVVESKDGTISVASAFAGHQEAVQDRDHKFLTKAVEEAYRGVDNGDGGPFGAVVVR    60
OsCDA1   1 MEEAQVVESKDGTISVASAFAGHQEAVQDRDHKFLSKAVEEAYQGVDCGHGGPFGAVVVR    60
AtCDA10  1 MEEAKV-EAKDGTISVASAFSGHQQAVHDSDHKFLTQAVEEAYKGVDCGDGGPFGAVIVH    59
           . .....*.******.****...*.**.*.*****..******.***.*..******.*.

ZmCDA1  61 NDEVVVSCHNMVLKHTDPTAHAEVTAIREACKKLGKIELSDCEIYASCEPCPMCFGAVHL   120
ZmCDA2  61 NDEVVVSCHNMVLKHTDPTAHAEVTAIREACKKLGKIELSDCEIYASCEPCPMCFGAVHL   120
ZmCDA3  55 NDEVVVSCHNMVLKHTDPIAHAEVTAIREACKKLGKIELSDCEIYASCEPCPMCFGALHL   114
SbCDA1  61 NDEVVVSCHNMVLKHTDPTAHAEVTAIREACKKLGKIELSDCEIYASCEPCPMCFGAVHL   120
OsCDA1  61 NDEIVVSCHNMVLDYTDPTAHAEVTAIREACKKLGKIELSDCEMYASCEPCPMCFGAVHL   120
AtCDA10 60 NNEVVASCHNMVLKYTDPTAHAEVTAIREACKKLNKIELSECEIYASCEPCPMCFGAIHL   119
           *.*.*.*******..***.***************.*****.**.*************.**

ZmCDA1  121 SRIKRLVYGAKAEAAIAIGFDDFIADALRGTGFYQKANMEIKKADGNGALIAEQVFEKTK   180
ZmCDA2  121 SRIKRLVYGAKAEAAIAIGFDDFIADALRGTGFYQKANLEIKKADGNGALIAEQVFEKTK   180
ZmCDA3  115 SRIKRLVYGAKAEAAIAIGFDDFIADALRGTGFYQKANMEIKKADGNGALIAEQVFEKTK   174
SbCDA1  121 SRIKRLVYGAKAEAAIAIGFDDFIADALRGTGFYQKANMEIKKADGNGALIAEQVFEKTK   180
OsCDA1  121 SRIKRLVYGAKAEAAIAIGFDDFIADALRGTAYYQKANLEIRRADGNGALIAEQVFENTK   180
AtCDA10 120 SRLKRLVYGAKAEAAIAIGFDDFIADALRGTGVYQKSSLEIKKADGNGAAIAEQVFQNTK   179
            **.****************************..***.. **..******.******..**

ZmCDA1  181 EKFQMY                                                         186
ZmCDA2  181 EKFQMY                                                         186
ZmCDA3  175 EKFQMY                                                         180
SbCDA1  181 EKFRMY                                                         186
OsCDA1  181 EKFRMY                                                         186
AtCDA10 180 EKFRLY                                                         185
            *** .*
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Fig. 5
B73-ZmCDA1(En)        1 CAACCATGGATGAGGCGCAAGTTGTGGAGTCAAAGGATGGAACCATCTCAGTTGCTTCTGCATTTGTTGCTCATCAGGAAGCTGTACAAGACAGGGATCACAAATTCTTGACAAAAGCAG   120
B73-ZmCDA1(L)         1 CAACCATGGATGAGGCGCAAGTTGTGGAGTCAAAGGATGGAACCATCTCAGTTGCTTCTGCATTTGTTGCTCATCAGGAAGCTGTACAAGACAGGGATCACAAATTCTTGACAAAAGCAG   120
BSSS53-ZmCDA1(En)     1 CAACCATGGATGAGGCGCAAGTTGTGGAGTCAAAGGATGGAACCATCTCAGTTGCTTCTGCATTTGCTGCTCATCAGGAAGCTGTGCAAGACAGGGATCACAAATTCTTGACAAAAGCAG   120
BSSS53-ZmCDA1(L)      1 CAACCATGGATGAGGCGCAAGTTGTGGAGTCAAAGGATGGAACCATCTCAGTTGCTTCTGCATTTGCTGCTCATCAGGAAGCTGTGCAAGACAGGGATCACAAATTCTTGACAAAAGCAG   120
B73-ZmCDA2(En)        1 CAACCATGGATGAGGCGCAAGTTGTGGAGTCAAAGGATGGAACCATCTCGGTTGCTTCTGCATTTGCTGGTTATCAGGAAGCTGTGCAAGACAGGGATCACAAATTCTTGACAAAAGCAG   120
B73-ZmCDA2(L)         1 CAACCATGGATGAGGCGCAAGTTGTGGAGTCAAAGGATGGAACCATCTCGGTTGCTTCTGCATTTGCTGGTTATCAGGAAGCTGTGCAAGACAGGGATCACAAATTCTTGACAAAAGCAG   120
BSSS53-ZmCDA2(En)     1 CAACCATGGATGAGGCGCAAGTTGTGGAGTCAAAGGATGGAACCATCTCGGTTGCTTCTGCATTTGCTGGTTTTCAGGAAGCTGTGCAAGACAAGGATCACAAATTCTTGACAAAAGCAG   120
BSSS53-ZmCDA2(L)      1 CAACCATGGATGAGGCGCAAGTTGTGGAGTCAAAGGATGGAACCATCTCGGTTGCTTCTGCATTTGCTGGTTTTCAGGAAGCTGTGCAAGACAAGGATCACAAATTCTTGACAAAAGCAG   120
                        ************************************************* ****************.** * .************.*******.**************************

B73-ZmCDA1(En)      121 TGGAAGAAGCATACCGAGGAGTCGATTGCGGCGATGGAGGTCCATTTGGAGCAGTTGTCGTCCGTAATGATGAAGTGGTTGTTAGCTGCCATAACATGGTTCTGAAGCACACTGACCCTA   240
B73-ZmCDA1(L)       121 TGGAAGAAGCATACCGAGGAGTCGATTGCGGCGATGGAGGTCCATTTGGAGCAGTTGTCGTCCGTAATGATGAAGTGGTTGTTAGCTGCCATAACATGGTTCTGAAGCACACTGACCCTA   240
BSSS53-ZmCDA1(En)   121 TGGAAGAAGCATACCGAGGAGTCGATTGCGGTGACGGAGGTCCATTTGGAGCAGTTGTCGTATGTAATGATGAAGTGGTAGTTAGCTGCCATAACATGGTTCTGAAGCACACTGACCCTA   240
BSSS53-ZmCDA1(L)    121 TGGAAGAAGCATACCGAGGAGTCGATTGCGGTGACGGAGGTCCATTTGGAGCAGTTGTCGTATGTAATGATGAAGTGGTAGTTAGCTGCCATAACATGGTTCTGAAGCACACTGACCCTA   240
B73-ZmCDA2(En)      121 TGGAAGAAGCATATCGAGGAGTCGATTGCGGTGACGGAGGTCCATTCGGAGCAGTTGTCGTCTGTAATGACGAAGTAGTAGTCAGCTGCCATAACATGGTTCTGAAGCACACTGACCCTA   240
B73-ZmCDA2(L)       121 TGGAAGAAGCATATCGAGGAGTCGATTGCGGTGACGGAGGTCCATTCGGAGCAGTTGTCGTCTGTAATGACGAAGTAGTAGTCAGCTGCCATAACATGGTTCTGAAGCACACTGACCCTA   240
BSSS53-ZmCDA2(En)   121 TGGAAGAAGCATATCGAGGAGTCGATTGCGGTGACGGAGGTCCATTTGGAGCAGTTGTCGTCCGTAATGACGAAGTAGTAGTTAGCTGCCATAACATGGTTCTAAAGCACACTGACCCTA   240
BSSS53-ZmCDA2(L)    121 TGGAAGAAGCATATCGAGGAGTCGATTGCGGTGACGGAGGTCCATTTGGAGCAGTTGTCGTCCGTAATGACGAAGTAGTAGTTAGCTGCCATAACATGGTTCTAAAGCACACTGACCCTA   240
                        ************* *****************.**.***********.**************. ******* ***** **.**.********************.****************

B73-ZmCDA1(En)      241 CTGCGCATGCTGAAGTAACTGCAATTAGAGAGGCTTGCAAAAAGCTCGGGAAAATCGAGCTCTCTGACTGCGAAATTTACGCGTCCTGCGAGCCATGCCCAATGTGCTTTGGTGCAGTTC   360
B73-ZmCDA1(L)       241 CTGCGCATGCTGAAGTAACTGCAATTAGAGAGGCTTGCAAAAAGCTCGGGAAAATCGAGCTCTCTGACTGCGAAATTTACGCGTCCTGCGAGCCATGCCCAATGTGCTTTGGTGCAGTTC   360
BSSS53-ZmCDA1(En)   241 CTGCGCATGCTGAAGTAACTGCAATTAGAGAGGCTTGCAAAAAGCTCGGGAAAATCGAGCTCTCTGACTGCGAAATTTACGCGTCCTGCGAGCCATGCCCAATGTGCTTTGGTGCAGTTC   360
BSSS53-ZmCDA1(L)    241 CTGCGCATGCTGAAGTAACTGCAATTAGAGAGGCTTGCAAAAAGCTCGGGAAAATCGAGCTCTCTGACTGCGAAATTTACGCGTCCTGCGAGCCATGCCCAATGTGCTTTGGTGCAGTTC   360
B73-ZmCDA2(En)      241 CTGCGCATGCTGAAGTAACTGCAATTAGAGAGGCTTGCAAAAAGCTTGGGAAAATTGAGCTCTCAGACTGCGAAATTTACGCGTCCTGCGAGCCATGCCCAATGTGCTTTGGTGCAGTTC   360
B73-ZmCDA2(L)       241 CTGCGCATGCTGAAGTAACTGCAATTAGAGAGGCTTGCAAAAAGCTTGGGAAAATTGAGCTCTCAGACTGCGAAATTTACGCGTCCTGCGAGCCATGCCCAATGTGCTTTGGTGCAGTTC   360
BSSS53-ZmCDA2(En)   241 CTGCGCATGCTGAAGTAACTGCAATTAGAGAGGCTTGCAAAAAACTTGGGAAAATTGAGCTCTCTGACTGCGAAATTTACGCGTCTTGCGAGCCATGCCCAATGTGCTTTGGTGCAGTTC   360
BSSS53-ZmCDA2(L)    241 CTGCGCATGCTGAAGTAACTGCAATTAGAGAGGCTTGCAAAAAACTTGGGAAAATTGAGCTCTCTGACTGCGAAATTTACGCGTCTTGCGAGCCATGCCCAATGTGCTTTGGTGCAGTTC   360
                        *******************************************.** ******** ********.********************.**********************************

B73-ZmCDA1(En)      361 ATCTCTCCCGAATCAAGAGGCTGGTTTATGGGGCCAAGGCGGAGGCTGCCATCGCCATTGGGTTTGACGACTTCATTGCAGATGCTCTGAGAGGCACTGGGTTCTACCAGAAGGCCAACA   480
B73-ZmCDA1(L)       361 ATCTCTCCCGAATCAAGAGGCTGGTTTATGGGGCCAAGGCGGAGGCTGCCATCGCCATTGGGTTTGACGACTTCATTGCAGATGCTCTGAGAGGCACTGGGTTCTACCAGAAGGCCAACA   480
BSSS53-ZmCDA1(En)   361 ATCTCTCCCGGATCAAGAGGCTGGTTTATGGGGCCAAGGCGGAGGCTGCCATCGCCATTGGGTTCGACGACTTCATTGCAGATGCTCTGAGAGGCACTGGGTTCTACCAGAAGGCCAACA   480
BSSS53-ZmCDA1(L)    361 ATCTCTCCCGGATCAAGAGGCTGGTTTATGGGGCCAAGGCGGAGGCTGCCATCGCCATTGGGTTCGACGACTTCATTGCAGATGCTCTGAGAGGCACTGGGTTCTACCAGAAGGCCAACA   480
B73-ZmCDA2(En)      361 ATCTCTCCCGAATCAAGAGGCTGGTTTATGGGGCCAAGGCAGAGGCTGCCATCGCCATTGGATTTGATGACTTCATTGCAGATGCTCTGAGAGGCACTGGGTTCTACCAGAAGGCCAACT   480
B73-ZmCDA2(L)       361 ATCTCTCCCGAATCAAGAGGCTGGTTTATGGGGCCAAGGCAGAGGCTGCCATCGCCATTGGATTTGATGACTTCATTGCAGATGCTCTGAGAGGCACTGGGTTCTACCAGAAGGCCAACT   480
BSSS53-ZmCDA2(En)   361 ATCTCTCCCGAATCAAGAGGCTGGTTTATGGGGCCAAGGCAGAGGCTGCCATCGCCATTGGATTTGATGACTTCATTGCAGATGCTCTGAGAGGCACTGGGTTCTACCAGAAGGCCAACT   480
BSSS53-ZmCDA2(L)    361 ATCTCTCCCGAATCAAGAGGCTGGTTTATGGGGCCAAGGCAGAGGCTGCCATCGCCATTGGATTTGATGACTTCATTGCAGATGCTCTGAGAGGCACTGGGTTCTACCAGAAGGCCAACT   480
                        **********.***************************** ******************** **.** *************************************************** 

B73-ZmCDA1(En)      481 TGGAGATCAAGAAGGCCGACGGCAATGGCGCACTGATCGCCGAGCAGGTCTTCGAAAAGACTAAGGAGAAGTTCCAGATGTACTGA                                     566
B73-ZmCDA1(L)       481 TGGAGATCAAGAAGGCCGACGGCAATGGCGCACTGATCGCCGAGCAGGTCTTCGAAAAGACTAAGGAGAAGTTCCAGATGTACTGA                                     566
BSSS53-ZmCDA1(En)   481 TGGAGATCAAGAAGGCCGATGGCAATGGCGCGCTGATTGCCGAGCAGGTCTTCGAAAAGACTAAGGAGAAGTTCCAGATGTACTGA                                     566
BSSS53-ZmCDA1(L)    481 TGGAGATCAAGAAGGCCGATGGCAATGGCGCGCTGATTGCCGAGCAGGTCTTCGAAAAGACTAAGGAGAAGTTCCAGATGTACTGA                                     566
B73-ZmCDA2(En)      481 TGGAGATCAAGAAAGCTGACGGCAATGGTGCATTGATCGCTGAGCAAGTCTTTGAAAAGACTAAAGAGAAGTTCCAGATGTACTGA                                     566
B73-ZmCDA2(L)       481 TGGAGATCAAGAAAGCTGACGGCAATGGTGCATTGATCGCTGAGCAAGTCTTTGAAAAGACTAAAGAGAAGTTCCAGATGTACTGA                                     566
BSSS53-ZmCDA2(En)   481 TGGAGATCAAGAAAGCTGACGGCAATGGTGCATTGATCGCTGAGCAAGTCTTTGAAAAGACTAAAGAGAAGTTCCAGATGTACTGA                                     566
BSSS53-ZmCDA2(L)    481 TGGAGATCAAGAAAGCTGACGGCAATGGTGCATTGATCGCTGAGCAAGTCTTTGAAAAGACTAAAGAGAAGTTCCAGATGTACTGA                                     566
                        ************* ** **.******** **. ****.** ***** ***** *********** *********************
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