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	Phascolosoma esculenta
	EF583817
	15494
	65.5
	3700
	64.9
	55.8
	60.5
	78.2
	1275
	67.5
	838
	63.7
	1419
	65.8
	585
	74.2
	This study

	Clymenella torquata
	NC_006321
	15538
	67.2
	3707
	66.1
	59.6
	61.9
	76.9
	1295
	70.5
	821
	65.4
	1426
	68
	822
	76.5
	[1]

	Orbinia latreillii
	NC_007933
	15558
	61.1
	3685
	60.2
	53.1
	59.8
	67.9
	1334
	62.4
	833
	58.9
	1461
	61.7
	633
	74.1
	[2]

	Platynereis dumerilii
	NC_000931
	15619
	64.1
	3661
	63.1
	58.9
	60.7
	69.6
	1172
	64.3
	790
	63.2
	1397
	64.6
	1091
	71.9
	[3]

	Lumbricus terrestris
	NC_001673
	14998
	61.6
	3702
	60.9
	56.7
	60.6
	65.4
	1245
	65
	785
	59.6
	1395
	64.5
	384
	64.3
	[4]

	Urechis caupo
	NC_006379
	15113
	62.0
	3710
	61.3
	54.1
	59.9
	70.0
	1266
	62.8
	903
	62.9
	1428
	64.4
	282
	71.0
	[5]
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