G0 MF

GO 0046958 3~protein dimerization activity
GO 00451 82~translation regulator activity
G0 0042502~ identical protein bincding

GO 0042623~ ATPaze activity
GO0030234~enzyme regulator activity
G001 9899~enzyme hinding

Z0:001 71 11 ~nucleoside-triphosphatase activity
GO0 BEET~ATPaze activity

GO 00 BE7A~ligaze activity

G000 657 4~ligase activity

z0:001681 7~hydrolase activity
GOO01EYET~hydrolaze activity

GO 001 6564~tranzcription repressor activity
GO 001 B563~ranscription activatar activity
G0 001 B4 ~oxidoreductase activity
G000 B4E2~pyrophosphataze activity

GO 00081 35~translation factor activity

GO 00081 34~transcription factor binding
2 0003092~cytoskeletal protein binding
GO 00055 25~GTP binding

GO 0005524~ ATR binding

GO000551 S~protein hinding

0O 0005438 ~binding

GO 00051 98~structural molecule activity

GO 0004857 ~enzyme inkibitor activity

GO 000454 2~ubiguitin-protein ligase activity
Z0:0004336~helicase activity

GO 0003924~GTPaze activity
GO0003524~catalytic activity

GO 000377 9~actin hinding

3200037 35~structural constituent of ribosome
GO 00037 23~RrA binding

GO000371 2~transcription cofactor activity
GO0003702~REMA polymerase ltranscription factar activity
G2 00036 7E~nucleic acid binding
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