
CY P7A1 H
CY P8A1 H

CY P8B1 H
CY P7B1 H

CY P39A 1 H
CY P51 H

CY P370A1
CY P370A2

CY P370A4
CY P370A6

CY P370A7
CY P370A5

CY P370A8
CY P370A13

CY P370A9
CY P370A10

CY P370A12
CY P370A11

CY P370B1
CY P370B2

CY P15A 1 B
CY P303A1 B

CY P303A1 M
CY P305D1 B

CY P305A1 M
CY P343A1 B

CY P342A1 B
CY P304A1 M

CY P18A 1
CY P18A 1 B

CY P18A 1 M
CY P306A1 B

CY P306A1 M
CY P306A1

CY P2A6 H
CY P2A7 H

CY P2A13 H
CY P2S1 H

CY P2B6 H
CY P2F1 H

CY P2C9 H
CY P2C19 H

CY P2C18 H
CY P2C8 H
CY P2E1 H

CY P2D6 H
CY P2W1 H

CY P2J2 H
CY P2R1 H

CY P2U1 H
CY P364A1

CY P364A2
CY P364A3

CY P1A1 H
CY P1A2 H

CY P1B1 H
XM 001636548

XM 001629397
XM 001641370

XM 001624612
XM 001640787
XM 001638519

XM 001641227
CY P17 H

CY P21A 2 H
XM 001640204

XM 001629683
XM 001639012
XM 001638989

XM 001638631
XM 001632943
XM 001622885

XM 001627678
XM 001627679

XM 001627677
XM 001633263
XM 001620496

XM 001633297
XM 001622925
XM 001622289

XM 001634749
XM 001638618
XM 001632313
XM 001626823

XM 001640220
XM 001621453

XM 001631205
XM 001636040

XM 001636039
XM 001635327

XM 001635285
XM 001632195
XM 001632149

XM 001621746
CY P307A1

CY P307B1 B
CY P307A1 M

CY P362A1
CY P362A2

CY P334A1 B
CY P301A1 B

CY P301A1 M
CY P301B1 B

CY P49A 1 M
CY P12A 4 M
CY P12A 5 M

CY P12C1 M
CY P12E 1 M

CY P12D1 M
CY P12B 2 M

CY P302A1 B
CY P302A1 M

CY P302A1
CY P314A1 B

CY P314A1 M
CY P314A1
CY P363A1

CY P315A1
CY P315A1 M
CY P315A1 B

CY P11B 1 H
CY P11B 2 H

CY P11A 1 H
CY P27B 1 H
CY P27C1 H

CY P27A 1 H
XM 001622478
XM 001622474

XM 001633936
XM 001633907

XM 001627469
XM 001632334

XM 001640379
XM 001636532
XM 001636474

XM 001637421
CY P24 H

CY P19 H
CY P4C55

CY P4C56
CY P4C31

CY P4C33
CY P4C53

CY P4C58
CY P4C59

CY P4C34
CY P4C3 M

CY P4V2 H
XM 001623827

XM 001623826
CY P4AV 1 B

CY P4AP 3
CY P4AP 4

CY P4AP 5
CY P4AP 2

CY P4AP 1
CY P4AP 8
CY P4AP 7

CY P4AP 6
CY P4AN4

CY P4AN5
CY P4AN2
CY P4AN6

CY P4AN7
CY P4AN8

CY P4AN9
CY P4AN10

CY P4AN11
CY P4BY 1

CY P4BY 2
CY P4BY 3

CY P4BY 5
CY P4BY 6

CY P4BY 4
CY P4BX 1

CY P4BX 4
CY P4BX 2

CY P4BX 3
CY P4G11 B
CY P4G15 M

CY P4G1 M
CY P4D1 M

CY P312A1 M
CY P4S3 M

CY P4D2 M
CY P4D8 M

CY P4D14 M
CY P4D20 M

CY P4D21 M
CY P4AE 1 M

CY P4E1 M
CY P4E2 M

CY P4E3 M
CY P4AD1 M

CY P4AA 1 B
CY P4AA 1 M

CY P4P1 M
CY P4P3 M

CY P4P2 M
CY P4AC1 M

CY P4AC2 M
CY P4AC3 M

CY P4AB 3 B
CY P4A11 H

CY P4A22 H
CY P4X1 H
CY P4Z1 H

CY P4B1 H
CY P4F2 H
CY P4F3 H
CY P4F11 H

CY P4F12 H
CY P4F8 H

CY P4F22 H
XM 001639310

CY P313A2 M
CY P313A3 M

CY P313A1 M
CY P313A5 M

CY P313A4 M
CY P313B1 M

CY P318A1 M
CY P311A1 M

CY P316A1 M
XM 001639142

XM 001634409
XM 001634408

XM 001630409
XM 001624280

XM 001626846
CY P46 H
XM 001624290

CY P360A1
CY P360A5

CY P360A4
CY P360A3

CY P360A6
CY P360A7

CY P360A10
CY P360A8

CY P360A9
CY P360A11

CY P3A4 H
CY P3A7 H

CY P3A5 H
CY P3A43 H

CY P5A1 H
XM 001638462

XM 001622177
XM 001630310

XM 001625609
XM 001625608

XM 001637666
XM 001627680

XM 001623558
XM 001622352

XM 001623847
XM 001622314
XM 001622313

XM 001628036
XM 001628017

CY P361A1
CY P361B1

CY P6G1 M
CY P6V1 M

CY P6T1 M
CY P6T3 M

CY P6W1 M
CY P6G2 M

CY P6AQ1 B
CY P6BD1 B

CY P6AS 1 B
CY P6AS 2 B
CY P6AS 13 B

CY P6AS 3 B
CY P6AR1 B

CY P6AS 5 B
CY P6AS 12 B

CY P6AS 7 B
CY P6AS 8 B

CY P6AS 11 B
CY P6AS 15 B

CY P6AS 14 B
CY P6AS 10 B

CY P6AS 17 B
CY P6AS 18 B

CY P6AS 4 B
CY P6BC1 B

CY P6BE 1 B
CY P6A9 M

CY P6A21 M
CY P6A2 M

CY P6A8 M
CY P6A18 M
CY P6A17 M
CY P6A23 M

CY P6A19 M
CY P317A1 M

CY P6A22 M
CY P6A16 M

CY P6A13 M
CY P6D2 M

CY P6D4 M
CY P6D5 M

CY P9P1 B
CY P9P2 B

CY P9Q1 B
CY P9Q2 B

CY P9Q3 B
CY P9R1 B

CY P9S1 B
CY P9B1 M
CY P9B2 M

CY P9C1 M
CY P9H1 M

CY P9F2 M
CY P28D1 M

CY P28D2 M
CY P28A 5 M

CY P28C1 M
CY P309A1 M

CY P309A2 M
CY P336A1 B

CY P308A1 M
CY P6U1 M

CY P310A1 M
CY P26B 1 H
CY P26C1 H
CY P26A 1 H

XM 001623765
XM 001636310

CY P20A 1 H

0.1 changes
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1.00
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0.99

0.99

1.00
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0.99
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1.00
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0.98
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1.00

1.00

1.00
1.00

1.00
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1.00

1.00

1.00
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1.00
1.00

1.00
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1.00

0.61

0.94
1.00

1.00
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