TRBD

TRBD1

TRBD2

TRBD3

TRBJ11

TRB.M-2

TRB.M-3

TRBMH4

TRBM-5

TRB.M-6

TREBJ2A1

TRBJ2-2

TRBJ2-3

TRBJ2-4

TRBJ2-5

TRBJ3H

TRBJ3-2

TRBJ3-3

TRBJ3H

TRBJ3-6

TRBJ3-6

TRBJ3-7

Sflanking 12-R5

Nonamer

CGTTITTTIGT

CATTTTTGT

CATTTTTGT

RS

Nonamer

GCTTICCTC

CGTTGTAGG

GTTTTGAAG

AGTTTCCCT

GGATTTGCC

GGTITTGCC

GAATICTTG

AGTTTGCGC

GGTITITGT

GGTITITGC

GGTITGCTT

GAATICTTG

AGTTTGCGC

AGTTTTTGT

TATTTTTGT

GGTITITGC

GATTTITTGT

GGTTTGAGT

Spacer

ATAAAGCTGTAA

ATCACAGTATAA

ATCACAGTATAA

Spacer

CTTGCTCCGCTT

GTGGCTGTGTIC

TGAATCCTGGAG

ACTAGTCTTTAG

ACACCCGCATTG

ACAGCCACCTGC

CTAGCCCCTTCC

CTGGGTCCCCAG

CCTGGGTCCCCG

GCGGGGCTGGGG

GCGGGACTGGGA

CTAGCCCCTTCC

CTGGGTCCCCAG

CCTGAGCCTCCG

GCTGAGCCCTGA

GCGAGGCTGGGG

GGGGCGCCCCGA

GCGGGGCTCTTC

Heptamer
CGTTGTG

CATTGTG

CATTGTG

Heptamer

CACTGTG

TGATGTG

TCTTGGC

GGTIGTG

TGCTGTG

AGCTGTG

CACTGTG

GGCTGTG

GGCTGTG

GGCCGTG

CTCTGTG

CACTGTG

GGCTGTG

GGCTGTG

GGCTGTG

GGCCGTG

GGCTGTG

TICCGTG

Fflanking 23-R5
TRBD gene Heptamer Spacer Nonamer
GGG ACA GCA GGG C CACGGTG ATTCAACCCTATGGGAATCCTIT ACAAAAACC
G T A G
G Q@ aQ 6
D 5 R
GGG ACT GGG GGG TGG G CACAATG ATTCAGTTAGAGGAAGTACTTTT ACAAAAAGC
G T G G W
G L G G G
D W G v
GGACTT CGG GGG GGG C CACGATG ATTCAGTTAGAGGAAGTGCTTTT ACAAAAAGC

G L R G G
D F G G G
T 5§ 6 6

TRBJ gene

TG AAC ACT GAG GTT TTC TTT GGA AAA GGC ACC AGG CTC ACG GTT GTA G
F

N T E v

F 6 K 6 T R L T Vv ¥

T TAT GAC TAT CAC TTC GGC CCA GGG ACC AAGCTG ACG GT(NT GTA G

¥y DY H F 6 P G T K L T ¥ V¥

TTTG GAGACTTCTACTTITTIT GGG GTG GGG GGC GGG GAG GGAAGACGGCTC GCT GCG G
L E T 5 T F F G ¥ G G G E G R R L A A

TG ACTAAT GATAGA CTC TATTTC GGC AAC GGG ACGAAG CTTTCC GTCTIG G
T N D R L ¥ F G N G T K L 5§ Vv L

G AGC AAC CAG GCA CAGAAC TTT GGACAC GGG ACC TGGCTC GCC GTC CTG G
S N Q@ A g N F G H G T W L A V L

G GCC TATAATTCG CCCCTC CACTTT GGAATC GGCACCAGG CTCATC GTGACA G
A Y N 5 P L H F 6 I G T R L 1 ¥ T

CTCC TAT GAG GAG CAGCAC TTC GGG CCA GGG ACC AGG CTCATTGTGCTA G
S ¥ E E Q H F G P G T R L I v L

TG AAC GCC GTG CAG CTG TAC TTT GGA GCT GGT TCCAAG CTGACT GTGCTG G
N A V Q L ¥ F G A G 5 K L T ¥ L

AGC CAAAGC ACT CAGTACTTC GGC GCG GGCACC CGG CTG TCG GTG CTA G
S @ 5 T Q Y F G A G T R L S5 ¥ L

AC TCA GAGACG CTG TAC TTC GGG CCG GGC ACG CGG CTC CAG GTG CTA G
S E T L Y F & P G T R L Q Vv L

A GCCAGT GAGCGG TATTIT GGC GCC GGC ACCAGG CTC ACG GTC ACA G
A 5 E R Y F G A G T R L T ¥ T

CTCCTAT GGG GAGCTGCAC TTC GGG CCA GGG ACCAGG CTCTCT GTG CTA G
S ¥ 6 E L H F 6 P G T R L § Vv L

TG AAC ACC CAG CCCCTG TAC TTT GGA GCT GGT TCCAAG CTG ACT GTGCTG G
N T Q P L Y F G A G 5 K L T V¥V L

AGC AAC AAC CCTCTG TATTIT GGA GGG GGCACTCGGCTGTIG GTACTA G
S N N P L Y F G G G T R L L ¥ L

AGCACA GACACGCAGTACTIC GGC GCGGGC ACCCGG CTGACG GTG CTAG
s T D T Q ¥Y F G A G T R L T

ACT CAG ATC CAG TAC TTC GGG CCG GGCACG CGG CTCCTG GTG CTA G
T Q@ |1 QY F G P G T R L L v L

CTIT GCA GGC GCC GCCCTGACC TTC GGG GCC GGCAGC TGGCTGACG GTG GTG G
F A G A A L T F G A G 5 W L T V¥ v

TTCC TAT GAGCAG TATTIC GGC CCA GGC ACCAAG CTCACGGTCTIA G
S Y E Q Yy F 6 P G T K L T ¥ L



