Additional File 8: Hairpin lociin C. elegans obtained by the filtering protocol  "Similar"

List of 41 identified loci in C. elegans of genomic hairpins with L score >= 1e™, not overlapping with exons, having similarity to a known
metazoan mature miRNA (at most 3 three mismatches on 19 nt length) and binary filtered on seven individual descriptors: four based on
structure (stem length <= 55, loop length <= 40, largest bulge <= 8, max match count >= 17) and three based on sequence complexity
(polyNucHairpin <= 8, SCS-mono >= -10, SCS-di <= 0.40). Except for stem length, all individual thresholds fall within the S<1 fractions of
the descriptors and separately reject at most three C. elegans miRNA hairpins. After removal of genomic hairpins that represent known
mMiRNA hairpins, 64 loci remain.

The 84 hairpins of these 64 loci are further filtered for the position of the similarity within the hairpin. The similarity with the mature miRNA
may have at most 3 nt overlap with the hairpin loop coordinates and at least 8 nt of stem must separate the similarity from the end of the
hairpin. These criteria are set according to the biological model of miRNA maturation from hairpins (Zeng et al. 2005). This final filtering
step reduced the list to 51 genomic hairpins on 41 loci. Below, the hairpin with the highest L score for each locus is given. L scores are
obtained from the scoring model Metazoa.

The 18 descriptors in the figures, from left to right: MFEahl, MFEahl index, Q, max match count, bulgeRatio, GU-match contribution,

largest bulge, longest match-stretch, looplength, stem length, dP, SCS-mono, SCS-di, polyA, polyU, polyNucHairpin, GsurplusC,
GasurplusCU.

‘Genpos’ denotes the genomic position of the hairpin:
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Highest scoring hairpins from the loci obtained by the filtering protocol  “Similar” on chromosomes I-ll
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Highest scoring hairpins from the loci obtained by the filtering protocol  “Similar” on chromosomes IV-X
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