Thr (CGT)

Ser (AGA)
| | Leu (CAA) Ser (CGA) " Pro (CGG) 1 U6 | | Tyr (GTA)
Chr03 Chr04-1,11 /e
|_|;Z: 205 s, e 77 T 77/ Y/ g s o
Met (CAT) Val (AAC
|—y Val (AAC) Leu (TAG) eMet (CAT) Glu (CTC) e|L| Ser (TGA) |a—|) SRNA76 Val (CAC)
Chro4-1ll 140’5‘I o5 1 ! '4{3’?' ™ Chro4-Iv g: o7 o 16 143’?: Chro4-v ]égu_u_uu 70 {ﬁ:
Arg (ACG) Glu (CTC) Gly (GCC)
- - _ [ ] [ [ ]
Chr05-| | '13?2‘ p— 156‘, , Chr05-1I e o Chr07-| oy Ly
2500 2289 1126 318
Ala (AGC) Ser (GCT) Asp (GTC) Asp (GTC) Ser (GCT)  Ala (AGC) Lys (CTT)
a er sp |—| I_l e " . " Ala (CGC) L
Chro7-IL1I1 - = e G T % r/a T/ 7/ r/( — Chro7-Iv | R 1
1308 3172 1556 2736 10415 5637 681 1432
Asn (GTT) T (CCR) oy Gn) Cys (GCA) Arg (ACG)
~ I 1] | I— ys (GCA |  — |
Chro8-I e - /e Chros-IiI - /e Chros-Iv - /e
2630 905 4597 3885 2965
lle (TAT) GIn (TTG)  Val (TAC) Lys (CTT) Gly (TCC) Leu (CAG) Arg (TCG) Lys (CTT) u3
| — Y s I s I s S — T (eD — TR | o (ACO) —,
Chrog-I g e = T e = T A — o s o
475 2970 260 2325 3768
lle (AAT) (AR n (cT6) GIn (CTG) lle (AAT) Gly (GCC)
Leu (TAA GIn (CTG, 3
R | —  —  —  — [ ] Y ]
Chros-v ;’6‘4‘ 20 ] o5 I 8o 79 ngl_l Chr0o-1 7
408 746
u4 Gly (GCC)
Sec (TCA) Sec (TCA) |
Chrog-ILIll = r oy o ey o , CHri0 ey — byt
257 488 246 1306 2347 1989
Pro (AGG)  Thr (AGT) Leu (AAG) iMet (CAT) Pro (TGG) Asn (GTT) Ala (1G0) Arg (TCT) Lys (TTT) Arg (CCT)
] | | | ] | ] | ]
Chr10-1l ' D e — 4 i
9’3?' 60 2‘6’:1 [<4 61 T 72 X — Chrio-n 36/{: 78 LT 102 59 85 2g‘l_l
us
Gly (CCC) His (GTG)  Glu(TTC)  Phe (GAA) A8 (CG0) Arg (CCO) Phe (GAA)
: Yl 1| 1] 1. B é 10 | DA
Chr11-l 1{2;: 4{7}7‘ Chr11-11 2,8%3 - - =/ Chr11-11l 1,5: - — 35%
4605



	Slide Number 1

