Motif Complexity | Bits |Genes containing motif in promoter sequence (-8kb to |Similar to known motifs in

TSS) TRANSFAC and Jaspar (selected
from Additional File 7 and 8)
1.6479 25.03 |RABSA, TGIF2 HNF4alpha, Pax-5, STAT5A,
5 H‘CA AMTCA TA HNF6, POU6F1, NR2F1,
o Pax®,
1.5123 17.72 | C90rf97, CDX2, EOMES, EPHAL, EXOSCY, FGF2, Oct-4, Oct-1, Octamer,
2 FOXD3, FRAT2, GSC, KDR, LEFTY2, MAGED2, }
“?ﬂcﬁ\ AT Cﬁf‘wﬂ‘ NAALAD2, NANOG, ORCIL, PAX6, PHF17, PIP5K1C, HMG-1Y, STAT1
R SFRP2, SOX2, SSBP2, TCF4, TDGF1, TGIF2, TNC,
TSC22D1
i ﬁ 1.4507 47.47 |- HOXA5, HOXA4, Pax-4,
o e i
% 1.4497 | 26.79 |SOX2 Pax-5, Pax-4, Sp3, GATAZ,
HTCeTTlr, 0T Lare A NFKB1
} 1.4391 17.16 |CDX2, DKK1, FGF2, KDR, LEFTY2, NAALAD?2, Pitx2, EBF, HOXA7, OCT-x,
PIP5K1C, RAB5A, SFRP2, TDGF1
' - ' REST, BRCA1, HMG-1
A _AWA i ‘ :
(AATeCA A1 CQ . ZNF354C
E&C 1.3337 24.98 |BAMBI, FOXD3, FRAT2, SOX2, SSBP2, TSC22D1 PEA3, Tra-1, Eip74EF
LA RS §
1.2740 36.48 |- STAT1, SOX, ELKA4,
Ecrwnfcrcc GH i GABPA
: | 1.1468 39.68 |PIP5KI1C POU3F2, Mycn, MYC-MAX,
‘QAI T 9| T i, HCEHTmI_T_ REST
' 1.0990 33.37 |- Matl-Mc, SRY, SOX, REST,
} AAA TcTIT HT SP1, Sox5, FOXI1, Foxd3
0.8941 16.92 |CDX2, EOMES, EPHA1, EXOSC9, FOXD3, FRAT2, Oct-1, Oct-4, Octamer, OCT-
a GAP43, GNG10, GSC, KDR, LEFTY2, MAGED2, )
5} T CAAAT NANOG, PAX6, PHF17, PIP5K1C, RAB5A, SFRP2, X, HMG-IY, STATL, Pax4,
~~~~~~~~ SOX2, SSBP2, TCF4, TDGFL, TGIF2, TNC, TSC22D1 | FOXa2

0.6719 | 20.60 | BAMBI, DKK1, EPHAL, FRAT2, GATA6, GSC, KDR,  |ZNF219, VDR, UF1H3BETA,
NANOG, PAX6, OCT4, RABSA, SOX2, TDGFL, TNC | KkROX Pax4. RREB1 KIf4

-

* oot el Geee SP1

: 06323 | 1631 | BAMBI, C90rf97, CDX2, DKKL, EPHAL EXOSCY, RAP1, FOXP1, Egr-3, Egr-2,

5 FOXD3, FRATZ, GAP43, GATA6, GNG10, GSC, KDR, ] )

ULLLLI‘%LLL LEFTY?2, MAGED2, NANOG, ORCIL, PAX6, pIpskic, | Z9"1 CF2-1I, Foxd3, Paxb
- OCT4, RABSA, SFRP2, SOX2, TDGF1, TGIF2, TNC,

TSC22D1




