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CGH GO Biological Processes (coordinate > 0.5) correlated to axis 2

eX GO Biological Processes (coordinate > 0.85) correlated to axis 1

GO terms Axis 1 GO terms Axis 1
protein metabolism 0.805 positive regulation of signal transduction 0.904
transport 0.784 sk response to external stimulus 0.901
biological process 0.734 sk |ocalization of cell <= 0.894
transcription, DNA-dependent 0.640 sk defense response <« 0.893
transcription 0.631 sk biopolymer modification 0.892
regulation of cellular metabolism 0.631 *positive regulation of apoptosis = 0.890
localization 0.629 *transport 0.889
biological process unknown 0.616 *response to wounding e 0.885
negative regulation of physiological process 0.590 metabolism 0.885
cellular physiological process 0.560 regulation of transcription 0.883
protein modification 0.540 transcription from RNA polymerase II promoter 0.883
cell surface receptor linked signal transduction 0.536 sk circulation 0.881
organismal physiological process 0.533 sk regulation of cell differentiation 0.877
nucleobase, nucleoside, nucleotide and nucleic acid metabolism 0.527 response to other organism 0.877
: regulation of cellular physiological process 0.874
i % cell proliferation <= 0.874
; % death = 0.871
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g protein kinase cascade 0.870
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Dim 1 (20.99 %)

«— stress response



