
Immature at 2h (BCR vs. ctrl) Mature at 2h (BCR vs. ctrl)
GO category P-value GO category P-value
response to temperature stimulus 6.08E-04 ribonucleoprotein complex biogenesis and assembly 2.11E-08
response to heat 0.0015 ribosome biogenesis and assembly 5.76E-08
protein folding 0.0058 biosynthetic process 7.30E-07
positive regulation of nitric oxide biosynthetic process 0.0095 cellular biosynthetic process 9.50E-06
G-protein signaling, coupled to cAMP nucleotide second messenger 0.0176 rRNA processing 1.47E-05
intracellular signaling cascade 0.0197 rRNA metabolic process 2.01E-05
G-protein signaling, coupled to cyclic nucleotide second messenger 0.0214 gene expression 2.89E-05
response to stimulus 0.0236 metabolic process 4.97E-05
regulation of a molecular function 0.0240 cellular metabolic process 1.06E-04
cellular process 0.0275 response to temperature stimulus 1.51E-04
response to stress 0.0293 translation 2.75E-04
cAMP-mediated signaling 0.0301 cellular process 3.28E-04
regulation of nitric oxide biosynthetic process 0.0306 sterol biosynthetic process 5.77E-04
response to abiotic stimulus 0.0308 macromolecule biosynthetic process 7.86E-04
biosynthetic process 0.0331 cholesterol biosynthetic process 9.78E-04
ribonucleoprotein complex biogenesis and assembly 0.0346 primary metabolic process 0.0011
cyclic-nucleotide-mediated signaling 0.0351 sterol metabolic process 0.0012
biological regulation 0.0399 response to heat 0.0015
regulation of catalytic activity 0.0417 cellular component organization and biogenesis 0.0018
small GTPase mediated signal transduction 0.0451 cholesterol metabolic process 0.0024
negative regulation of locomotion 0.0497 regulation of biosynthetic process 0.0024
negative regulation of cell motility 0.0497 protein folding 0.0025
cellular metabolic process 0.0499 regulation of catalytic activity 0.0042
ribosome biogenesis and assembly 0.0553 regulation of a molecular function 0.0048
cofactor metabolic process 0.0592 oligosaccharide metabolic process 0.0063
one-carbon compound metabolic process 0.0601 hemopoietic or lymphoid organ development 0.0068
G-protein signaling, adenylate cyclase activating pathway 0.0605 regulation of nitric oxide biosynthetic process 0.0104
coenzyme metabolic process 0.0613 organelle organization and biogenesis 0.0107
cell aging 0.0720 immune system development 0.0127
second-messenger-mediated signaling 0.0793 positive regulation of nucleotide and nucleic acid metabolic process0.0131
cellular lipid metabolic process 0.0797 rRNA modification 0.0148

Immature at 8h (BCR vs. ctrl) Mature at 8h (BCR vs. ctrl)
GO category P-value GO category P-value
ribonucleoprotein complex biogenesis and assembly 1.09E-06 ribonucleoprotein complex biogenesis and assembly 1.08E-12
ribosome biogenesis and assembly 2.29E-04 ribosome biogenesis and assembly 2.47E-10
cellular process 4.41E-04 rRNA processing 1.32E-08
biosynthetic process 0.0011 rRNA metabolic process 2.76E-08
cellular biosynthetic process 0.0016 RNA processing 1.08E-06
metaphase 0.0024 biosynthetic process 2.36E-05
response to unfolded protein 0.0038 cellular biosynthetic process 2.57E-05
response to protein stimulus 0.0038 translation 2.90E-05
response to temperature stimulus 0.0044 response to temperature stimulus 5.08E-05
rRNA processing 0.0049 response to heat 6.27E-05
rRNA metabolic process 0.0058 protein folding 6.27E-05
response to heat 0.0074 macromolecule biosynthetic process 7.73E-05
RNA processing 0.0090 cellular metabolic process 1.66E-04
protein-RNA complex assembly 0.0094 gene expression 3.45E-04
regulation of a molecular function 0.0098 metabolic process 6.05E-04
regulation of catalytic activity 0.0102 protein-RNA complex assembly 8.28E-04
nitrogen compound biosynthetic process 0.0115 RNA modification 9.44E-04
response to stress 0.0154 cellular process 0.0014
regulation of cell motility 0.0159 organelle organization and biogenesis 0.0015
negative regulation of locomotion 0.0163 mRNA metabolic process 0.0024
negative regulation of cell motility 0.0163 protein import 0.0032
regulation of locomotion 0.0180 intracellular protein transport across a membrane 0.0082
cell proliferation 0.0186 nucleocytoplasmic transport 0.0084
response to biotic stimulus 0.0219 nuclear transport 0.0100
mitotic metaphase 0.0224 primary metabolic process 0.0109
positive regulation of nitric oxide biosynthetic process 0.0224 macromolecule metabolic process 0.0121
polyamine biosynthetic process 0.0224 nuclear import 0.0182
translational initiation 0.0227 translational initiation 0.0209
translation 0.0251 mRNA processing 0.0221
locomotion 0.0254 cellular respiration 0.0226
protein folding 0.0255 RNA splicing 0.0236

 
 

 
 


