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Fig. 2. Transcriptome profile of WT and rpoS mutants. Scatterplot was used to 

examine the effects of RpoS on gene expression in exponential (A) and stationary (B) 

phase. Probe sets (including genes and intergenic regions) are outlined by two parallel 

lines into three different groups: probe sets expressed at least twofold higher in the WT 

(red), those expressed more than twofold higher in rpoS mutants (green), and those not 

differentially expressed (black). LI: log2-transformed expression intensity.  

 

 


