Putative sulfur oxidation (sox) cluster.
	VIMSS id
	Ortholog
	Putative function
	Size, aas

	582151
	cytochrome c553
	cytochrome-c oxidase (EC1.9.3.1)
	200

	582152
	cytochrome c553
	cytochrome-c oxidase (EC1.9.3.1)
	205

	582153
	SoxF
	FAD-dependent sulfide dehydrogenase
	425

	582154
	cytochrome c553
	cytochrome-c oxidase (EC1.9.3.1)
	101

	582155
	transcriptional regulator
	DNA binding regulatory protein (ArsR family)
	106

	582156
	SoxC
	sulfite oxidase (EC1.8.3.1)
	448

	582157
	SoxD
	cytochrome c551/c552
	348

	582158
	SoxY
	thiosulfate acceptor
	155

	582159
	SoxZ
	thiosulfate acceptor subunit
	103

	582160
	SoxA
	cytochrome c heme-binding
	271

	582161
	SoxX
	cytochrome c, monohaem
	215

	582162
	SoxB
	thiohydrolase, regenerates soxY
	573


Potential sulfur oxidation cluster (sox genes) as annotated in the D. aromatica genome.
