%-z;Bartonella quintana_str._Toulouse_gi_49473774

1 Bartonella_henselae_str._Houston-1_gi_49474921

0.99

—— Bartonella_tribocorum_CIP_105476_gi_163867399

Ochrobactrum_anthropi_ ATCC_49188 g1 153007503
4|: p _g1_

BMI_1149
1 — Methylobacterium_nodulans_ORS_2060_gi_220926843
0.99 L— Methylobacterium_sp._4-46_gi_170744581
ofT Parvibaculum_lavamentivorans_DS-1_gi_154254029
| 0.00 — Labrenzia_aggregata IAM_12614_gi_118593680
Pseudovibrio_sp._JE062_gi_211958630
d .99_|: Mesorhizobium_sp._BNC1_gi_110636354
Mesorhizobium_loti_ MAFF303099_gi_13474447
Hoeflea_phototrophica DFL-43_gi_163757823
0.08 1 Sinorhizobium_medicae_ WSM419_gi_150395257
Q.31 40[P$1norhizobium_meliloti_gi_ZS 82195
D.8R Sinorhizobium_meliloti_1021_gi_15964147
Agrobacterium_tumefaciens_str._C58_gi_15891577
6.4> 0.99 Rhizobium_leguminosarum_bv._trifolii_ WSM2304_gi_209547645
: 1_§ ghizobium_leguminosarum_bv._viciae_3841_gi_116250176

ol.B3Rhizobium_leguminosarum_bv._trifolii_ WSM1325_gi_167357041
Rhizobium_etli_CFN_42_gi_86356046
Rhizobium_etli_CIAT_652_gi_190890060

Aurantimonas_sp._SI85-9A1_gi_90420553

0.94

0.2

Ochrobactrum_anthropi_ ATCC_49188_gi_153009430
Brucella_melitensis_16M_gi_17987250
4Brucella_ovis_ ATCC_25840_gi_148558919
ucella_canis_ ATCC_23365_gi_161618969
Brucella_suis_1330_gi_23501897
rucella_abortus_bv._1_str._9-941_gi_62289940

BMI 11020
0. Bartonella_henselae_str._Houston-1_gi_49475518
) @onella_quintana_str. _Toulouse_gi_49474152

Bartonella_bacilliformis_KC583_gi_121601936
Bartonella_tribocorum_CIP_105476_gi_163868475

0.9

;l— Mesorhizobium_sp._BNC1_gi_110633889
Mesorhizobium_loti_MAFF303099_gi_13470964
0.9 3| Agrobacterium vitis S4_gi_222148405

Agrobacterium_tumefaciens_str._C58_gi_159184856
Hoeflea_phototrophica DFL-43_gi_163759634

1 — Rhizobium_sp._NGR234_gi_209156983

0. gz Sinorhizobium_medicae_ WSM419_gi_150396768

0.95%

Sinorhizobium_meliloti_1021_gi_15965590
Agrobacterium radiobacter K84 _gi_222086203
Rhizobium_etli_CIAT_652_gi_190892042
Rhizobium_etli_CFN_42_gi_86357970
OLB7  Rhizobium_leguminosarum_bv._viciae_3841_gi_116252418

OLB 5! Rhizobium_leguminosarum_bv._trifolii_ WSM1325_gi_167360605
Rhizobium_leguminosarum_bv._trifolii_WSM2304_gi_209549586

Aurantimonas_sp._SI85-9A1_gi_90417919

1 | Labrenzia_aggregata IAM_12614_gi_118590797

Pseudovibrio_sp._JE062_gi_ 211959155

0.1 subtitutions per site

Rhizobiales I Rhodobacterales

Supplementary Figure 4A



0. Trichodesmium_erythracum_IMS101_gi_113474859
0.97 Arthrospira_maxima_CS-328_gi_209522784
71 Lyngbya_sp._PCC_8106_gi_119486564
Lyngbya_sp._PCC_8106_gi_119486563

0.76

1 — Cyanothece_sp._PCC_7424_gi_218439923
0.39 L—— Cyanothece_sp._PCC_7822_gi_196257251
Acaryochloris_marina_ MBIC11017_gi_158333909

(%' 70 .95 | Acaryochloris_marina_ MBIC11017_gi_158333910
Acaryochloris_marina_ MBIC11017_gi_158333911

Azotobacter_vinelandii_AvOP_gi_67157656
Cyanobium_sp._PCC_7001_gi_197626199
.9 Bordetella_avium_197N_gi_187476557
chrobactrum_anthropi_ ATCC_49188_gi_153008943
BMI_I1566
Agrobacterium_vitis_S4_gi_222149563
Agrobacterium_radiobacter_K84_gi_222086760
Rhizobium_tropici_gi_63053865
——— Mesorhizobium_sp._BNC1_gi_110634081

1 Aurantimonas_sp._SI85-9A1_gi_90419919

Fulvimarina_pelagi HTCC2506_gi_114705573

0.97

0.93

0.3 substitutions per site

[ Cyanobacteria I rroteobacteria

Supplementary Figure 4B



0.8 Ochrobactrum_anthropi_ ATCC_49188_gi_153011720

~1.0.96 Pseudovibrio_sp._JE062_gi_211957432
Pseudovibrio_sp._JE062_gi_211957409

. Ll Sulfitobacter_sp._NAS-14.1_gi_83954123

0.99 1 Sulfitobacter_sp._EE-36_gi_83942948
0.8 — Oceanibulbus_indolifex_HEL-45_gi_163745004
0.99 Oceanicola_granulosus_ HTCC2516_gi_89067476
0.95 L Rhodobacterales_bacterium_HTCC2654_gi_84684193
0.3 q 7 Fulvimarina_pelagi_ HTCC2506_gi_114704587

Labrenzia_aggregata IAM_12614_gi_ 118588286
—— Rhodobacter_sphaeroides_ ATCC_17025_gi_146279964
o Rhodobacter_sphaeroides_f._sp._denitrificans_gi_12082083
5@%0d0bacter_sphaeroides_ATCC_l7029_gi_1 26464706

Rhodobacter_sphaeroides_2.4.1_gi_77465243
1 Ochrobactrum_anthropi_ ATCC_49188_gi_153008912
0.94 I:BMI_11599
0.96 Agrobacterium_tumefaciens_str._C58_gi_15890861
~o.o -5—1%)aracoccps_denit%f\idc?gggPD. 1 %i%z%il_z6798934340
. 1 r oseovarius_sp._ _gi_
Roseovarius_sp._217_gi_85704585

Mesorhizobium_loti_MAFF303099_gi_13474516
Agrobacterium_radiobacter_K84_gi_222084939
d.63 _0.99 0.7 Rhizobium_leguminosarum_bv._viciae_3841_gi_116250550
Rhizobium_leguminosarum_bv._viciae_gi_13516335
9 thizobium_leguminosarum_bv._tn'folii_WSM 1325_gi_167356694

0.94

0.94 0 hizobium_etli_CFN_42_gi_ 86356385
Rhizobium_leguminosarum_bv._trifolii_ WSM?2304_gi_209547998
b.a Aurantimonas_sp._SI85-9A1_gi_90418335

0.9 Mesorhizobium_sp._BNC1_gi_110632429
= 1 Sinorhizobium_medicae. WSM419_gi_150395555
[ Sinorhizobium_meliloti_1021_gi_15964484

0.2 substitutions per site

[ Rhizobiales . Rhodobacterales

Supplementary Figure 4C



0.p Methylobacterium_sp._4-46_gi_170742680
0.068 Methylobacterium_nodulans_ ORS_2060_gi_220924361
Methylobacterium_radiotolerans_JCM_2831_gi_170747296

0.94

0 ethylobacterium_chloromethanicum_CM4_gi_218528834

0I_E&ethylobacterium_populi_BJ 001_gi_188580036
Methylobacterium_extorquens_PA1_gi_163850277

0.98 Ml—_Azorhizobium_caulinodans_ORS_57 1_gi_158421740

Xanthobacter_autotrophicus_Py2_gi_154245852

M‘: Labrenzia_aggregata IAM_12614_gi_118588458
P

seudovibrio_sp._JE062_gi_211957946

0.]

Fulvimarina_pelagi_ HTCC2506_gi_114705397

0.26
Py Aurantimonas_sp._SI85-9A1_gi_90418742
0.98— Ochrobactrum_anthropi_ATCC_49188_gi_153008706
ops L BMI_I978
0.9 Mesorhizobium_sp._BNC1_gi_110635178

0.93 Mesorhizobium_loti_ MAFF303099_gi_13474300

0.92

0.98

Hoeflea_phototrophica DFL-43_gi_163758917
Agrobacterium_vitis_S4_gi 222149786
Agrobacterium_tumefaciens_str._C58_gi_159186194

0.3 substitutions per site

I Rhizobiales

0.8 0.99 | Sinorhizobium_medicae. WSM419_gi_150397963

Sinorhizobium_meliloti_1021_gi_15966621

0.9 Agrobacterium_radiobacter_K84_gi_222087137
hizobium_etli_Kim_5_gi_218461973
izobium_etli_CFN_42_gi_86359213
Rhizobium_etli_CIAT_652_gi_190893465
izobium_etli_CIAT_894_gi_218678844
hizobium_leguminosarum_bv._trifolii_ WSM?2304_gi_209550958
hizobium_leguminosarum_bv._viciae_3841_gi_116253883
Rhizobium_leguminosarum_bv._trifolii_ WSM1325_gi_167357530

[ | Rhodobacterales

Supplementary Figure 4D



