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Protein ID: TgTwinScan_2226

Experiment Name Type of Gell Fraction

] massspeciband12_ruay10_2006 Merdbrane Protein Fractions  MSMS 3 [E) () [5) ® B 2008030
] assspeciband13_ruay10_2006 Merdbrane Protein Fractions  MSMS 6 ) B} [0} ® B 200803
] massspecibandld_ruay10_2006 Merdbrae Protein Fractions  MSMS 2 ) B} 5} ® B 2008030
] assspecibandls_ruay10_2006 Menbrane Protein Fractions  MSMS 5 ) B} [0} ® B 200803
] assspecibandl6_uay10_2006 Merdbrae Protein Fractions  MSMS 2 ) B} 5} ® B 2008030
] assspeciband13_june30_2006 Mendbrane Protein Fractions  MSMS 11 E) B} [0} ® B 200803
] assspecibandls_juns30_2006 Merdbrane Protein Fractions  MSMS 3 ) ) 5} ® B 2008030
] Dec2006_Tg_rewbrone_FayunBand34  Merdbrane Protein Fractions  MSMS 1 () ) [0} ® B 200803
] Dec2006_Tg_rewbrone_FayunBand2?  Merdbrane Protein Fractions  MSMS 2 () ) 5} ® B 2008030
[ 0ct2006_Tg_rercbrane_FayuBand27B  Merdbrane Protein Fractions MS-MS 1 ) ) [0} ® B 200803
[ 0ct2006_Tg_rercbrane_Fayu/Bard2%B  Merdbrane Protein Fractions MS-MS 4 ) ) 5} ® B 2008030
[ 0ct2006_Tg_wercbrane_Fayu/Band29B  Merdbrane Protein Fractions  MS-MS 3 () () [0} ® B 200803
[ 0ct2006_Tg_wercbrane_FayuBard31B  Merdbrane Protein Fractions  MS-MS 1 ) ) 5} ® B 2008030
] Dec2006_Tg_rewbrone_FayunBand2l  Merdbrane Protein Fractions  MS.MS 2 () ) [0} ® B 200803
] Dec2006_Tg_reewbrone_FayunBand20  Merdbrane Protein Fractions  MS-MS 2 () ) 5} ® B  00s0n
[ massspecib13_tay03_2006 Mendbrane Protein Fractions  MSMS 3 E) B} [0} ® B  a00s0n
] massspecibandl4_juns30_2006 Merdbrae Protein Fractions  MSMS 2 ) B} 5} ® B  00s0n
] Maxch2007Tg,_Cyto_Proteins/Band23and24Cytosoli Protein Fractions MM 1 B) C)EIEIE) B ® B 200803
] Mey2007/Band5to07 Cytosolic Protein Fractiors.  MSMS 1 ) DB DO B 20020030
] May2007/Band23to25 Cytosolic Protein Fractiors. MSMS 13 ) DB ODOOOE B 20020030
7] May22_2007DatafBendiSand1d Q";ﬁ;ﬁ?ﬁﬂin MsMs 1 B DB o) B B  0mR5 Y
[ Menbrane_Frotionfrotion i Offie-2DLCMSMS  MSMS_ | @) B ® B B ams Ye

Protein Hit Alignment
IMEED PERER PRE FSQRCLPORQLE LUNAPLYL PGRRCLLTVSRPALAVKTFRL ADIGEGT AQVEL LKW GVGD

(TCAFTADHRHCDGATVARFIRRVRELLENPAMALLHLR

peptide Score less than 30 | Peptide Score between 30 and 60 Peptide Score larger than 60

Protein Hits

Name | 12_may10_2006 O Hide / Show peptide hits
7ype of Cell Fraction  : Membrane Protein Fractions
lprotein Mass. : 53109 Protein Goverage 1119 Peptide Mapping ke
Peptide Score Expectation value Peptide Sequence.
416 65206 LADIGEGIAQVELLK
1530 55005 VPQLN!GDE‘{D!TELTK o
164 oo0011 SGQAFDEDLVER 434- 445
Name | 13_may10_2006 O Hide / Show peptide hits
7ype of Cell Fraction  : Membrane Protein Fractions
lprotein Mass. : 53109 Protein Goverage 1346 Peptide Mapping 6
Peptide Score Expectation value Peptide Sequence.
11226 07600 ERPAPVSEPQAAASPSVGAEASSTTFSASPATR
o096 13006 e R S RSO
067 16005 VPQLNIGDEYDIT!
249 85005 FNAATGDSYTQFGSHN!SVA!DTPNGLVVPN!K
6650 000023 SGQAFDEDLVER

6527 000052 IGAPLMDIDVEAGEDHAEEEEPETK. 115-139
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