
Additional file 2. The sequences and accession numbers of the box H/ACA snoRNAs identified from the N. crassa 

genome. 

All box H/ACA snoRNA sequences determined from cDNA library and computational search are in uppercase 

letters. Lowercase letters indicate these nucleotides were not cloned owing to the library construction strategy. 

Predicted H and ACA-like motifs are boxed. 

snoRNA sequence accession 

number 

Nc ACA1 UCGGCGUAUAACUAGGCCGAGGUCUCACUACGCUCCACGAUCUUAGUCUUUUAAG

UCGCCGAUAUAUCAAAUGCGAGAGUCUUACACGUUACUGGAGUCACCAAUGAUA

UCUAAUGUUUAAACUGUCGCGACAUUU 

EU780980

Nc ACA2 GGCACCAUUCCUUAUCAUCACGACGUUUCUCUUCCUCCAAAACUGUCCUGAUCAU

UUAGUCCGUGCCGAGAGGAACCACCAUGAGCAGACGAAUUCGCUAGCGGUACCUG

CCUAUAAACGCUCUACCGGGUUGCUGUUAGAUAGAAUCUGCUUACAUAU 

EU780981

Nc ACA3 AACGCGUCCUCAGACAGUGCCGAACAUCGCAAAUGCACAUCGGCUCCGGCAUUCU

GUCGGGGUUCGAACCGUGUCCUAUGGUGAUUCUGCGAUUUCGCGACGCGGAGAA

GAAGGGGAUUGAUUUCUUCAAAUGGCUCCAUAAGAGCUGCCCAUGUAUGUUGUC

UGCCUUUGGGAAGAUGACCAAAAUUACUAGGGCGGCGUCAGAGGUUCCACACAu 

EU780982

Nc ACA4 UUAUUGUACUACGGCCACUUAUUGUAGGGGGAUAUUGGUUCGCAAACUGUCCAC

GCUUUCGGGUAUGGCUUUUGCACGCUCUACGAGUGUUCCCCUCUAUCAUGUGUCC

UAGAUAGAUUUUCUUUGGCUCCGUUUAUGGAUACACGCUAGAUGUCCCUUUCGA

GGGCGUCUCUGAGCAGUGAUUCUUACCGCCGGUUGCCACAucu 

EU780983

Nc ACA5 AACCACUCAACGAAGAGACGCGGUUGCUGCUGCUGCUCUGCAGCCCAACAGUAUC

GCGGGAGUCUUGGGGGGCCUUUCAUUAGGUUUCUCCGAAGUUGAGUGGCAGAUU

GAUGCCACAAACAGCCCUUCUGUAUCUCCUGCCUUAGAAUCACCACAUGUGAGGG

CGGGUCGAACGAUCGGCACAUUU 

EU780984

Nc ACA6 ACAACACAUAAAACAUAUGUUCCUUCAUAUUCACUCCGGUUUCCGUCUACUGCAA

UGACAUUCUGGAGGGGAAAGUGGAGGAUAGAAGAGAAUUUUUCAAGCUCUUACC

CUCUACCUUUGUUCUUCUCUGUCGAGGAGUAGAGAAAUAUUUUGCCUGGGACAU

UU 

EU780985

Nc ACA7 GAUAGUCCGGGUGUUUCCAGCCAUAGCAUUGGGUUUCUUCAGUGAGCAGUGCAU

ACGUGGCAAGGGGGCUUUGGUUCCCAUGGACGCUCGAAGAAGAAAUGAUCCUUC

GUUAAUCUCUAACGUCAGUUAAUCAGUCUGGCGGUGGUUUCAUUCUGAGAUCUA

CAUUU 

EU780986

Nc ACA8 AGAAAGUUGCACCCGGGGACGCAGAAUAUAGGCCCAAUGACGAAUUCUACUGUU

UCAGACAGUCGUUGGGUUGUAUUAACCGGGGAGAUUAAAACUGAGAGUCUCAAG

AAUUGCUAUGAAUGCGUUGCCCUUGUUUUCUUCGGAAGUCAAGGCUCCGCGAUG

AAUACGCGAUCCCGUUUGGCUUCGACAUuu 

EU780987

Nc ACA9 AUCCUCGGAAUAUCUGCCCGCAUAGUGCAAUGCAUACAACUAUUGCGGUUCCUGG

AACCGAGGAAGAUUACCGCUACAUCUCAGCCGCCCAUCAUUCGCAAAAUACCGGG

UGGGCUGCGGUGUGGCCAUGGUGGGAAUGCUUUGGAUGACCCGAGCAAUAUACU

CUGUGUGCUCGGUGUGGUUUUUUAGCGCCCUACAUCU 

EU780988

Nc ACA10 aaguugucacuggcuccugcuuCCAUGUCGUGGCAACUAGUCUGUGUGCAAAGAUCGAGCUU

CAUUGUCGCCCUGAGAAGAAGGCGUCUUGUCUCCUUCUCGUUUGGGACUGGCAUG

GAGCGCCAAUCCGAGCCUUUUUGGACUGGGUUCUUUGGAGCCUUUUCCAUCUUUC

EU780989



GCUACUCCUCACGCCUUCGGGUGGAUAUCCACUUGCUUUCGGGCAGACAUGUCUU

UGGGCGCAUGCUUUCGAGUGUGCACUAUGCCGUCGGACGGAUGGGAGAAGGGAG

UUUGCUGUCUUUCGAGAUUGGAACAUGC 

Nc ACA11 ACAAUGUCCACGGCAUUCCUAUUAGAGUCUCGGAACAAGACCAUCAUUUCUUGUU

CAGGCCCAUGAGGUCUCUCGCGUGCUCAAGGAUCGCCCAGAGGAAUACCGCACUU

UCCGUUUAAGUUACCUAACACCUUCACGGGCGUUUAGGUGGACAUAUCUGGACAA

GUGAUACAuuu 

EU780990

Nc ACA12 ACGGACCUGUGCCCAGCGCUCCUCUGCCGCCAGCUCGUGCUUGCACUUGUAGGCA

GCUAGGGUUGAGUGCUGAGGCAGUUCGGCAACCAAGGAGCCAUCCAGGACUUUAC

GUUCUUCCAUGAUGUCAAUUUCCAUCCGACAGGUCACCAGAAGAACCGAACUCCG

GUGUGAACCUCGUUCGCCGCAAGGCUUGAGCUUGGGGAGCGCCGGAUGAUGUAG

GGGAAGUCAUAUUCCAAUCCGUUCGCCGAGGACGUCGUCCUAUGAGGCUGGGGGA

AACCAUGACAAUUGCCACAuuu 

EU780991

Nc ACA13 AAUUUUUACAACGCAUUAUAUCACAUUCUCGGAAUGCAACUUGGAUGCGAGGUC

CCCGGAUUCGUUCGGAGCUGACCCAGGACCAAUUCAUCGAUUUCGAACAGAAUGG

AGAACAGAUACCAGCGAACAAUCUUGGGUGCGGUGCUUUCCUUGCCCUUCGUGGC

UCCAUGGAAAGGGUCGCAAUGAUUGGGCGUACAUACCUACAucg 

EU780992 

Nc ACA14 acauauuuucccuucgccugcaggcagguaacguuuuucucagcuucggcuggggagauguucaccugucggauuugucuc

uuuuucuuucucuagaaaaagaacucaaUGACUCUGUUCGCAAGACAGGAAGAAGUAGAACAGA

UUUCCACAGCGCGCUUUAUAAUCCUGAUCGGCCUUCUUUCUUUUUUUCUCCUAAU

GGGUCUUGUUCAGGUUCGCUUGGUGCGUACAUCA 

EU780993

Nc ACA15 gcaaggaugcucucucuacaccgccauguguuggagaguggccuuguuacuaacuacauuaauacugguggcuccgcauagc

ggcuugcugaggguuacucuuguaccauacucccGAUGGGUCUUCCUCCGUUCCCGGCCUCCUAAA

GUAAUGCUUCUCCAUCUCUUCCCUUUACACUAGUCGCGGACGUCGAACAUUCUAG

GUCCGUGAUCGUGGGGUGGUUUCGACAUUU 

EU780994

Nc ACA16 CUGGAGCCUCAAGAAGGAGGGUGGUGUCCUUGGUGAUGUUGCUCCCACGAUCCUU

GCGGCUAUGGGUCUCCCCCAGCCCGCGGAGAUGACUGGCCAGAACCUUCUUGUCA

AGGCCUAAAGUAGAACUUGUAAUGAUUGGAUGGCGUGAUGAAAUAAGUAACAUA

GAUUAUAGACGGGAAUGACAACG 

EU780995

Nc ACA17 UAGCACGGAUGUCAAAUUGCAAUCUAGUCGCGUUCCCUCUUCAUGAGAGAACCAU

CAAUGGCUAUGGUUGUGCCGAAGAUGUGCUGAAAUCAAACCUCACUCUGCAAGU

AGCCUGGUAUCCGGGCACGUCGUCAUCAGGGACUCACUUUCUACGGCAAGGAGUC

UGUUGCCGGCGGAUUGCGUACAUUU 

EU780996

Nc ACA18 AGCUUCAUCAUUAUGCUAGAGCUUGUCGCCUUCAAAAUAACCCCAGGGCGCGCAA

GUGUGGACAAUGAAGCAAGAAUAAAUGUACGGCUGGUUCAUUCCUUCAAAUGGC

CACCCUCCGUCAAGUCAUGAAUCAUCUUGUCUGCCCGUCCCGGGUCUUGAUGGUA

UGUGCUUGCGGAUACAUAUCCU 

EU780997

Nc ACA19 AUCCAGCGAUGCUUUCACUCGAGAAAGCCGGAGUCGAUUUCCAUCCCAGGAACGG

UUCUGAACGGAGCGUUGGUAGAAAGAAUUUCCAUUAUAGAAGGCUCGUUGUUCC

GACUCGUUUUACGAGUUGACUUCCGCAAGGUUGGUGGGCAAUGAUGCAAGAGAA

CCCUUGGGAACAUUU 

EU780998

Nc ACA20 cauuuuuguacggcaaccaacuaaauaaucgcuauuuuGUACGGUUAUUGUAUAGAAAUAGCCGUAU

GAGGCGGUUUAUACGGCAACUGUACGAGAACAAACGCAGCCUUAAAUGGUGCAA

GCGGGAAAGCGCUGCGGUGUGAGUGAGGAUGUGACACGC 

EU780999



 


