A

1 ICAAATGGGGGAGTGAGAGGCICATAGCTGTCTGGCATGGGCCTCTCCACCGTGCCTGACCTGCTG

1 M G L S T V P D L L
65 CTGCCACTGGTGCTCCTGGAGCTGTTGGTGGGAATATACCCCTCAGGGGTTATTGGACTGGTC
11 L P LV L L E L LV GGI1I1 Y P S GV I G L V
128 CCTCACCTAGGGGACAGGGAGAAGAGAGATAGTGTGTGTCCCCAAGGAAAATATATCCACCCT
32 P HL G DI REKIRDSV CVPQG K Y I HP
191 CAAAATAATTCGATTTGCTGTACCAAGTGCCACAAAGGAACCTACTTGTACAATGACTGTCCA
53 Q NN S 1 C CT K CH K G T Y L Y NDC P
254  GGCCCGGGGCAGGATACGGACTGCAGGGAGTGTGAGAGCGGCTCCTTCACCGCTTCAGAAAAC
74 G P G Q DTDCRET CE S G S F TA S E N
317 CACCTCAGACACTGCCTCAGCTGCTCCAAATGCCGAAAGGAAATGGGTCAGGTGGAGATCTCT
95 H LR HTCULSCS KU CWRIKIEMGI GQV E I S
380 TCTTGCACAGTGGACCGGGACACCGTGTGTGGCTGCAGGAAGAACCAGTACCGGCATTATTGG
116 s ¢ T v b RDTUVT CGT CIRIKNIOQOQYRHY W
443  AGTGAAAACCTTTTCCAGTGCTTCAATTGCAGCCTCTGCCTCAATGGGACCGTGCACCTCTCC
137 S ENL F Q CF NC SLTCULNGTV H L S
506 TGCCAGGAGAAACAGAACACCGTGTGCACCTGCCATGCAGGTTTCTTTCTAAGAGAAAACGAG
158 Cc Q E K Q N TV CTI CHAGU FFL R E N E
569 TGTGTCTCCTGTAGTAAAGTCCTGCTCTGTCGCCCAGGCTGGAATGCAGTGGCGCGATCTCGG
179 c vs_CSKV L L CRWPGWNAVAWRSR
632 CTCACTGCAACCTCTGCCTCCCAGATTCAAGCAATTCTCCTGCTTCAGCCTCCCAAGTAGCTG
200 LT A T SA SQ1I QA 1L LL QP PK *
695 GGATTACAGGCACGTGCCACCATGCCTGGCTAATTTTTGTATTTTTAGTAGAGATGGGGTTTC
758 ACCATCTTGGTCAGGCTGGTCTCAAACTCCTGGTGATCCACCTGCCTCTGCCTCCCAAAGTGC
821 TGGGATTACAGCCGTGAGCCACTGCACCCAGCCGGCTTCATCTCTTCTTGAAATCACTTTTAT
884 ACCATTCTATGTGGTTCTCACCATGAGCTTGAGTGGTGGGCTAAAGTGCCTCTCCCTGCTTTC
947 AGCTTCCTGCTGGGAACTCACTCTCTCAAGTTCCTTCCAGCACCACCCCATAGAGTTCCCATC
1010 ACTCCACACTGTCCAGTGACAACTCCCAACATGGAAGATCTGCTAGTTCTACAGGGTGCTCTC
1073 TGGCTGCCCCAGTAACATGTGTTTTTAAATTTTTCACATGCATGTTTGACCCCGACTCCCCGA
1136 AGTCAGGTACTGTAACTAGCAGTGTCATTTAAGAAAAAGCCCTTTAACCTCTCTTTGCCAAAG
1199 GATTCTTATCAGCAAAACAGTGATGAAACAACAATCCCATAACAGCTAGCTGGCTACCTTCTC
1262 AAGCACTTATTAAATGAGGCATAATGATTTTGCTTAATCCTCAATCCTGAGAGGTGGGICGATC]
1325 |[CCTGTGGTGATGAGGaaaccgaggcttgggggttaatggcttgcctagattcacactgctagce
caaggaatgaactggaatttacaccctgaccctgactgcttttcacattttctacacagecty
[ttcaagatccctgccaattctaaaattaaatgattctatgattaaaaaaaaaaaaaaaaaa
B.
Novel MGLSTVPDLLLPLVLLELLVGIYPSGVIGLVPHLGDREKRDSVCPQGKY IHPQNNSICCT 60
Refseq MGLSTVPDLLLPLVLLELLVGIYPSGVI1GLVPHLGDREKRDSVCPQGKY IHPQNNSICCT 60
Novel KCHKGTYLYNDCPGPGQDTDCRECESGSFTASENHLRHCLSCSKCRKEMGQVEISSCTVD 120
Refseq KCHKGTYLYNDCPGPGQDTDCRECESGSFTASENHLRHCLSCSKCRKEMGQVEISSCTVD 120
Novel RDTVCGCRKNQYRHYWSENLFQCFNCSLCLNGTVHLSCQEKQNTVCTCHAGFFLRENECV 180
Refseq RDTVCGCRKNQYRHYWSENLFQCFNCSLCLNGTVHLSCQEKQNTVCTCHAGFFLRENECV 180
Novel SCSKVLLCRPGWNAVARSRLTATSASQIQATLLLQPPK--—-——————— e 218
Refseq SCSNCKKSLECTKLCLPQIENVKGTEDSGTTVLLPLVIFFGLCLLSLLFIGLMYRYQRWK 240
Novel -
Refseq SKLYSIVCGKSTPEKEGELEGTTTKPLAPNPSFSPTPGFTPTLGFSPVPSSTFTSSSTYT 300
Novel -
Refseq PGDCPNFAAPRREVAPPYQGADP I LATALASDP I PNPLQKWEDSAHKPQSLDTDDPATLY 360
Novel -
Refseq AVVENVPPLRWKEFVRRLGLSDHE I DRLELQNGRCLREAQYSMLATWRRRTPRREATLEL 420
Novel @ -—-—-- e
Refseq LGRVLRDMDLLGCLEDIEEALCGPAALPPAPSLLR 455
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