	
	NN
	N
	GrapeArray 1.2

	Oligos with a signal > background + 2 standard deviations
	16,840
	26,733
	19,395

	Gene loci matches:
	
	
	

	· Within exons
	10,531
	13,649
	13,100

	· Within introns
	748
	833
	597

	· 500 bp downstream
	366
	336
	81

	VvGI 6.0  matched by sequences mapping to unannotated genome regions
	1,219
	1,713
	1,778

	Putative new genes (sequences mapping to unannotated genome only)
	1,251
	3,078
	--

	Total number of grape transcripts identified
	14,115
	19,609
	15,556


