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cellular process (r = −0.071, n = 1348)
immune system process (r = −0.43, n = 275)
response to chemical stimulus (r = −0.056, n = 207)
response to other organism (r = −0.061, n = 50)
response to stress (r = 0.015, n = 431)
chemotaxis (r = −0.27, n = 81)
locomotory behavior (r = −0.15, n = 99)
immune response (r = −0.39, n = 288)
response to oxidative stress (r = 0.17, n = 49)
inflammatory response (r = −0.26, n = 144)
innate immune response (r = −0.42, n = 73)
hemopoietic or lymphoid organ development (r = 0.018, n = 82)
blood vessel development (r = 0.17, n = 53)
angiogenesis (r = −0.066, n = 139)
protein localization (r = 0.028, n = 59)
protein transport (r = −0.053, n = 512)
lipid transport (r = −0.29, n = 66)
endocytosis (r = −0.092, n = 143)
cytoskeleton−dependent intracellular transport (r = −0.18, n = 72)
regulation of biological quality (r = 0.21, n = 103)
cellular catabolic process (r = −0.19, n = 53)
monocarboxylic acid metabolic process (r = −0.081, n = 85)
phosphate metabolic process (r = −0.1, n = 86)
translation (r = −0.025, n = 298)
protein modification process (r = 0.0019, n = 196)
protein amino acid phosphorylation (r = −0.057, n = 580)
protein amino acid dephosphorylation (r = −0.23, n = 94)
cellular lipid metabolic process (r = −0.029, n = 124)
fatty acid biosynthetic process (r = −0.058, n = 53)
protein metabolic process (r = 0.0023, n = 118)
lipid catabolic process (r = −0.021, n = 80)
cell proliferation (r = −0.0021, n = 395)
cell communication (r = −0.026, n = 881)
actin cytoskeleton organization and biogenesis (r = −0.018, n = 107)
organelle organization and biogenesis (r = 0.039, n = 166)
T cell proliferation (r = −0.13, n = 53)
apoptosis (r = −0.14, n = 504)
regulation of cell proliferation (r = 0.0086, n = 262)
regulation of cell adhesion (r = −0.21, n = 42)
regulation of programmed cell death (r = −0.21, n = 104)
negative regulation of apoptosis (r = −0.012, n = 164)
positive regulation of apoptosis (r = −0.067, n = 133)
positive regulation of cell differentiation (r = −0.13, n = 47)
regulation of cell shape (r = 0.31, n = 44)
regulation of signal transduction (r = −0.1, n = 121)
cytokine and chemokine mediated signaling pathway (r = −0.25, n = 44)
intracellular signaling cascade (r = −0.044, n = 465)
protein kinase cascade (r = 0.0052, n = 100)
Ras protein signal transduction (r = −0.15, n = 55)
regulation of Rho protein signal transduction (r = −0.14, n = 62)

Genes up regulated with Age: Biological Processes


