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in utero embryonic development (r = 0.17, n = 142)

developmental process (r = −0.072, n = 912)

metabolic process (r = 0.048, n = 987)

cellular component organization and biogenesis (r = 0.08, n = 41)

gene expression (r = −0.019, n = 1752)

chromosome organization and biogenesis (r = 0.1, n = 35)

chromatin modification (r = −0.1, n = 149)

biosynthetic process (r = 0.11, n = 155)

biopolymer metabolic process (r = −0.36, n = 32)

enzyme linked receptor protein signaling pathway (r = 0.097, n = 90)

regulation of gene expression (r = −0.011, n = 490)

negative regulation of gene expression (r = 0.12, n = 67)

protein metabolic process (r = 0.0023, n = 118)

phosphate metabolic process (r = −0.1, n = 86)

regulation of macromolecule biosynthetic process (r = −0.039, n = 498)

cellular macromolecule metabolic process (r = 0.038, n = 36)

nucleobase, nucleoside, nucleotide and nucleic acid metabolic process (r = −0.048, n = 1504)

protein folding (r = 0.31, n = 102)

protein modification process (r = 0.0019, n = 196)

protein amino acid phosphorylation (r = −0.057, n = 580)

mRNA processing (r = −0.11, n = 228)

RNA splicing (r = −0.13, n = 172)

regulation of nucleobase, nucleoside, nucleotide and nucleic acid metabolic process (r = −0.0039, n = 447)

negative regulation of RNA metabolic process (r = 0.33, n = 48)

positive regulation of RNA metabolic process (r = 0.072, n = 60)

positive regulation of transcription from RNA polymerase II promoter (r = 0.015, n = 276)

positive regulation of transcription (r = −0.018, n = 123)

regulation of transcription, DNA−dependent (r = −0.03, n = 1568)

negative regulation of transcription from RNA polymerase II promoter (r = 0.018, n = 182)

transcription (r = −0.035, n = 1571)

DNA replication (r = 0.036, n = 108)

Genes down regulated with Age: Biological Processes


