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Figure S4. GoStat over-representation statistics for translationally controlled gene subsets under H2O2 stress. The numbers of genes in each GO functional category are shown for yeast genes which are differentially translationally regulated under 0.2mM peroxide stress (A,B) and 2.0mM peroxide stress (C,D) conditions. Panels A and C shows significant over-representation for genes which are up-regulated, and panels B and D for those that are down-regulated. Panel E shows the greyscale key for the associated p-values. Only GO categories with p-values < 0.001 are shown.   
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