ADDITIONAL FILE 1
Shan X, Ray DA, Bunge JB, and Peterson DG

Table S1: CR1a and CR1b consensus sequences

>Croc_CR1a_Consensus
CTCAAGCAAATCCCGGGACGTCATTCTCCCCTTGTACTCGGCCTTGGTGAGGCCGCAGCTGGAGTACTGCGTCCAGTTTTGGGC
TCCACAATTCAAAAAGGATGTGGAGAAGCTTGAGAGAGTCCAGAGGAGAGCCACGCGCATGATCAGAGGTCAGGAAAACAG
ATCTTACGATGACAGGCTGAGAGCCATGGGACTCTTTAGCCTGGAAAAGCGCAGGCTCAGGGGTGATCTGATGGCCACCTAT
AAGTTTATCAGGGGTGACCACCAGGATCTGGGGGAACGTTTGTTCACCAGAGCGCCCCAAGGGATGACGAGGTCGAACGGTC
ACAAACTCCTGCAAGACCGTTTCAGGCTGGACATAAGGAAGAATTTCTTTACTGTCCGAGCCCCCAAGGTCTGGAACAGTCTG
CCAGCGGAGGTGGTTCAAGCACCTACATTGAACACCTTCAAGAGTAAATTGGATGCTTATCTTGCTGGGATCCTATGACCCCAG
CTGACTTCCTGCCCTTTGGGC

>Croc_CR1b_Consensus
GACGAATAGGTCCAAGGAGGTGATACTTCCCCTCTATCGGGCGCTGGTCAGACCGCAGCTGGAGTACTGCGTGCAATTCTGG
GCGCCGCACTTCACGAAGGATGCGGATAACCTGGAGAGGGTCCAGAGAAGGGCCACTCGTATGGTTAAGGGCCTGCAGGCC
AAGCCCTATGAGGAGAGACTAGAGAAACTGGACCTTTTCAGCCTCCGCAAGAGAAGGTTGAGAGGCGACCTGGTGGCTGCCT
ATAAGTTCATCAGGGGGGCACAGAAGGGAATTGGTGAGTATTTATTCACCAAGGCCCCCCCGGGGGTTACAAGAAATAATGG
CCACAAGCTAGAAGAGAGCAGATTTAGATTGGATATTAGGAGGAACTTCTTCACAGTTCGAGTGGCCAAGGTCTGGAACGGG
CTCCCAAGGGAGGTGGTGCTCTCCCCTACCCTGGGGGTCTTCAAGCGAAGGTTAGATGTGTATCTAGCTGGGGTAATGTAGGC
CCAGCACTCTTTCCTGCCTATGCAGGGGG
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Table S2: Putative platypus C-mos consensus sequence™*

>Putative platypus C-mos sequence, range=chr7:6550872-6553730
TAATTTCCTATATATGCTGACTAGAATGTCACAGATTCTGTTCTCTTTCTGGTGTGTGTGTGTATCCTGACTGGAGTATACCAGT
GATTTTGTTTGGATCAATTATATTTAGGTTGCCATTTTTTACAAGCTGAATGTTACACCTAATTATTCCCTTAATAGGTTAAACAA
ATGTCTGCTGTCTGTGTTTCAGCTCTTTCTGCCAGTAACTGCTGGAAGTTATTTAATGCAGCTGGAGGCTTACATTGACAGTCAT
TATGGCCTGCAAAGTGTGAAATGTTTCATTTTACTGCTGTGATCCCTGTAGTCTAAGGACTGATAACATTCAACGGAAGAGATT
TGAAAGTGCATTTTACTATAATTAGAACAATGGTGTAATAGGCACATTATGAGGTGTACCGGGATACCCGGTTTATGCCCGAA
ACCTAAGAGCTTGTTTTTATAAAAATTCACTTTTAGTGTGTGAGGAAAATCTTTTCAGCTGCAAATGATTGGCCTTTCGTGTGGA
GATTATTCCCCCCACCCACCCAAGTCTTTCTGATAAACCTTCACACACACACACACACACACCCCCTCAAAGCAGCCACAGTTGT
AGCTCTTTTGGAGAAAATGAAGCAAGGAAATAAAGGAACAATGGAGGGCAAGCAGGCTGTAGTGTTTCAGGACTCGCTCAGC
TAGCTGGTGGGGGTAGGGAGGTGGGGAAGAGAATAGTGGCTCCACTTCCCGTGTGGGGCTCCATGCCTTCTCCCATCCCCCT
GACTCGCTTCCTTCCCCGAGAGTTTTCCCCCTCCTTGGACTCGCGGCCATGCAGCAGCCCCTTGGAGCGGCCTGGCCGAGCCGG
GGCCCTCTCCCTGGGTGGGACGCCTTTCCCCAGGGCCCGCCGGTTACCCCCGCGGCTGGCCTGGTGTTCCATCGACTGGGAAG
GGGTGTGCTTCCTTCAGAGGCTGGGGGCCGGGGGGTTTGGCTCCGTCTACAAGGCCACCTACCACGGGGTCACGGTGGCCGT
CAAGCAGGTGAAGAAGTGCAGCAAGAACCGGCTGGCGTCCAGGCAGAGCTTCTGGGCCGAGCTGAACGTGGCCCGGCTCCG
CCACGCCAACGTCGTGCGGGTCGTGGCTGCCAGCACGTGCGCCCCCGCTGACCATGACAGCCTGGGGACCATCATCATGGAG
TACACGGGCAGCACCACCCTGCATCACGTCATCTACGGGGCCAGCTCTTGCCAAGAGGAGGGCGGAGGCGGTGGGCAGAGG
GTGCTTAAACCTGGTCACCTGTCTGAAGTACTCTCTGGATGTCGCAAGCGGATTGCTCTTTCTTCACTCCCAAGGCGTCGTTCAC
TTGGACCTGAAGCCAGCCAACATCTTGATTACTGAGCGGGACACCTGCAAAATCGGTGACTTCGGGTGCTCTCAGAGACTAGA
AGATCCGGTGGGCTCCGGCCCCCAGCACTGCCACCTGGGAGGCACCTACACCCATCGAGCCCCCGAGCTCCTGAAGGGAGAG
ACGGTCACCCCCAAAGCAGACATTTACTCTTTCGCTATCACGCTCTGGCAGATGGCCACCAAGGAGGTACCTTATTCGGGGGA
CCGCCACTATGTGGTCTACGCCGTGGTGGCCTATAACCTGCGCCCTTCCCTCTCGGCTGCCATCTTCTCCGAATCTCCCCCCGGC
CAAAGGCTGCAGGGCATCATCGACCGCTGCTGGGCATCCAGCACCCTGCATCGACCCACCGCGGAACTCCTCCTCCGTGACCT
CGGCTCTTTGAGCGCTGATTTGGGCCGGCTCTACTCCTGAAACCTGCACCCAAAACAGATGAGCCCTCTTTGTGTTTTACCTGTC
TTGTTCTTGTTCCTGGTTTTCTCGTTCTTTCGGTTCCAGAAGATGGCCAGGTAGAGGGAGGAAAATATGCTGTGGAATGGAAGT
TAAACTCTTATAAAAAATAAAGTGACTTTAAAAGACAGTTTGTTAGCCCTAGTTGAATCGCTTGACTAGGAAAACCCTGGCCCA
GTTTTTAATCGGTAGTACTGGAGTGCTTACTCTGTGCAGAGCACTGTTCTAAGCACTAGGGATAGTACAAAAAAAGAAGATAA
GATCCCTGTGTCCTTGAGAAGCATGGTCTACTAACTCCCCTCAAAGCCTCTCTGAACCTGCTCCATTTTAACCGATCCACACTGT
TAAACCTATGCCAATGTGCAACCTTATAAATGAGGGATTTGCTCAAATGAACTTAGTTGAAATTAAAAGGAGTCCAAAGACTTC
AGAGCCATTTCTAGAAGCCTAGGCAATGCTTTATCTCACTACTAGGTTAACTGTTCCCAATTCCAAAGAATTTAAGCCAGCAGCT
GATGATCAAATTAGATATATCTATAAATACAATTATTTTAAAGCCCTTCTAAATCCTTTCTAATTCTTAAACCTCTGCTTATGATG
AGTTACTAAGAAGAACCCAGGATTGCAAAATTTGTGCCTGCCTTATCACACTCCCTCAGTACTGAAAAATTAAATCAAGCGACT
GTATTCCTGCTAATACTAAGCTGGCATCTAGCTATTTTGGTTTTCAGGGTTAAAAAAAAATGGGAAAATGAGCAACTTTGAAGT
TTGAAATAATGAGGGCTTGAAGCTCTGAGAAGCT

*Note that this sequence differs from that in the current (8/17/08) platypus assembly (see Materials and Methods
for explanation).
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Figure S1. MUSCLE nucleotide alignment of the complete coding regions
of the Anolis carolinensis, Crocodylus porosus,  Gallus  gallus,  and 
Taeniopygia guttata C-mos genes.
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Figure S2. MUSCLE amino acid alignment of the complete coding regions
of  the Anolis carolinensis, Crocodylus porosus, Gallus  gallus,  and
Taeniopygia guttata C-mos genes.
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