Additional file 1 – Results of Trem analysis performed with the Repeat Masking script using the Girinst database.
The consensus sequence of Trem elements were submitted Repbase using Repeat Masking algorithm to identify related elements in Girinst database (http://www.girinst.org/repbase).
[image: image1.emf]Trem Transposon Similarity Lenght of Alignment  Similarity Region

Tc1/Mariner (%) (bp) from to

TremA Mariner-1_AF 66 1224 286 1509 central core

TremB Mariner-1_AF 65 1415 99 1513 central core

TremC Mariner-2_AO 66 206 31 237 central core

68 1399 1 1399 central core

80 47 1 47 TIRs

TremE Mariner-1_AF 65 1540 13 1552 central core

TremF Mariner-9_AN  67 326 791 1116 central core

TremG Mariner-5_AF  66 874 27 901 central core

484 183 651 central core

223 874 1102 central core

Position

TremD Mariner-1_AF

TremH Mariner3_AO  66


	AF - Aspergillus fumigatus

	AN - Aspergillus nidulans

	AO - Aspergillus oryzae


� EMBED Excel.Sheet.12 ���








[image: image2.emf]Trem Transposon Similarity Lenght of Alignment  Similarity Region

Tc1/Mariner (%) (bp) from to

TremA Mariner-1_AF 66 1224 286 1509 central core

TremB Mariner-1_AF 65 1415 99 1513 central core

TremC Mariner-2_AO 66 206 31 237 central core

68 1399 1 1399 central core

80 47 1 47 TIRs

TremE Mariner-1_AF 65 1540 13 1552 central core

TremF Mariner-9_AN  67 326 791 1116 central core

TremG Mariner-5_AF  66 874 27 901 central core

484 183 651 central core

223 874 1102 central core

Position

TremD Mariner-1_AF

TremH Mariner3_AO  66

Plan1

				Transposons		similarity (%)		Aligment leght (bp)		position				similarity region

										from		to

		TremA		Mariner-1_AF		66		1224		286		1509		central core

		TremB		Mariner-1_AF		65		1415		99		1513		central core

		TremC		Mariner-2_AO		66		1241		308		1549		central core

		TremD		Mariner-1_AF		68		1399		1		1399		central core

						80		47		1		47		TIRs

		TremE		Mariner-1_AF		65		1540		13		1552		central core

		TremF		Mariner-9_AN 		65		326		791		1116		central core

		TremG		Mariner-5_AF 		66		874		27		901		central core

		TremH		Mariner3_AO 		66		484		183		651		central core

								223		874		1102		central core



		AF - Aspergillus fumigatus

		AN - Aspergillus nidulans

		AO - Aspergillus oryzae
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				Tc1/Mariner		(%)		(bp)		from		to

		TremA		Mariner-1_AF		66		1224		286		1509		central core

		TremB		Mariner-1_AF		65		1415		99		1513		central core

		TremC		Mariner-2_AO		66		206		31		237		central core

		TremD		Mariner-1_AF		68		1399		1		1399		central core

						80		47		1		47		TIRs

		TremE		Mariner-1_AF		65		1540		13		1552		central core

		TremF		Mariner-9_AN 		67		326		791		1116		central core

		TremG		Mariner-5_AF 		66		874		27		901		central core

		TremH		Mariner3_AO 		66		484		183		651		central core

								223		874		1102		central core



		AF - Aspergillus fumigatus

		AN - Aspergillus nidulans

		AO - Aspergillus oryzae
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