Target non-redundant HTCs (12,106 HTCs)

non-redundant DFCI TCs
HTCs SGN unigenes

Similarity search (E-value < 1e-50)
multi-sequence groups

(with respect to target non-redundant HTCs)

Intron-detection
using the est2genome program

| 1206 groups with splicing variants |

Multi-sequence groups
aligned to SGN BAC sequences
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Classification of alternative splicing types



