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Nematostella
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Physcomitrella
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Arabidopsis
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Legend:

A Distribution of tRNA genes X and tRNA pseudogenes X on a logarthmic scale

B Fraction of tDNAs located in:

genomic clusters ||| homogeneous clusters // heterogeneous clusters X not located in clusters.

C Fraction of homogeneous pairs:

pairs tRNA genes XX →→, \\ →←, ≡ ←→ pairs tRNA pseudogenes XX →→, \\ →←, ≡ ←→

C’ Fraction of Heterogeneous pairs: XX →→, \\ →←, ≡ ←→

D, D’ analogous to C, C’ separately for tRNA genes

E, E’ analogous to C, C’ separately for tRNA pseudogenes


