
[1000]

[701]

[515]

[1000]

[1000]

[1000]

[1000] LHE_161508023
LHV_pepF
LAC_58338020

[1000] LGA_116630270
LJO_42519744

[1000] LDB_104774686
LBU_116514812

[609]

[989] LPL_28378823
LBE_116334077

[942] LSK_81427900
[1000] LRH_258507284

LCA_116493817
[670] LSL_90961375

[1000]

[1000]

[557]STH_55822428
STU_55820537
STM_116627347

[1000]

[1000]

[991] LLM_125624692
LLC_PepF2
LLA_116512582

[1000] LLX_15673709
[845]LLA_116326619
LLC_PepF1

[816] LME_116617560
OOE_116491177

PPE_116493361

[1000]

[1000]

[463]

[447]

[998] LPL_28379142
LBE_116334673
LSK_81429492
LRH_258507979

[993] OOE_116490382
LME_116617608

[1000]

[1000] BLC_52078779
BCR_42784641

[976] SAM_15924374

[919]

[545]

[1000] LRH_258507727
LCA_116494289
LSL_90961015

[1000] OOE_116491112
[1000] SPF_149020847

SPY_50913871

Additional File 2.  Superfamily tree of PepF members.  Genome abbreviations can be found in main text “Methods”. 
For each gene, the organism abbreviations are followed by GI codes. Homologs from non-LAB strains are also included 
and the species/phyla are shown behind the genes.  Experimentally characterized genes are highlighted by red dots. 
Green circles represent the speciation events, while red squares represent duplication events.  
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