
                             |         |         |         |         |         |         |         |         |         |         |         |

Trubripessyt4       MAPMVEEGSQLVAVPTGVAVVSVFGLIFTASAFSWICCQRKSGKAQ-KTPPYKFVHMLKGVDIYPESLGGKKKFAAAAAMTTGDAGKTDINGNCHTTSLMSPASDGKLASSPSDARPALH

Tnigroviridissyt4   MAPMVEEGSQLVAVPVGVAVVSVFGLVFTASAFAWICCQRKSTKSQ-KTPPYKFVHMLKGVDIYPESLSGKKTFAAAA----GDAGKTDINGNCHTASLMS--------TAGGDARPALQ

Gaculeatussyt4      MAPMVEEGARLVAVPVGVAVVSVFGLVFTVSAFAWICCQRKNAKSQ-KTPPYKFVHMLKGVDIYPESLSNKKKFAAHATMTTSDTGKTDVNGNCHTVAPMSPTSNGKLASSPNGSRQALH

Olatipessyt4        MAPMMESGAEPVAVPVGVAVVSVFGLVFTVSAFTWICCQRKNTKSQ-KTPPYKFVHMLKGVDIYPESLSGKKKFAAAATTTVNDAGKTDVNGNCHTT-PMSPSSTSKLATSPNGSRPALH

Dreriosyt4          MAPVTTEEAHFAEVPVSVAVVSVFGLVFSVSIFAWICCQRKANKSSNKTPPYKFVHMLKGVDIYPESLSGKKKFGGEK----------------------TPEAHGKQTLSPTGGRPDLH

Xtropicalissyt4     MAPITSGRDAFDEIPSVVGLVSGFGLVFTVSLFSWICCQRKSAKSN-TTPPYKFVHVLKGVDIYPESLNSKKKFGADE--------------------------KTELAPKSLISKTSLH

Acarolinensissyt4   -----------XEIPTVVGIFSAFGLVFTVSLFAWICCQRKSSKSN-KTPPYKFVHVLKGVDIYPENLNSKKKFGAED--------------------------KGEAKNKSIIPKSSLH

GgallusSYT4var1     MAPIAASHQQFDEIPTVVGIFSAFGLVFSVSLFAWICCQRKSSKSN-KTPPYKFVHVLKGVDIYPENLNSKKKFGVDD--------------------------KSEAKNKSAMPKNSLH

GgallusSYT4var2     MAPIAASHQQFDEIPTVVGIFSAFGLVFSVSLFAWICCQRKSSKSN-KTPPYKFVHVLKGVDIYPENLNSKKKFGVDD--------------------------KSEAKNKSAMPKNSLH

TguttataSYT4        MAPIADSRQQFDEIPTVVGIFSAFGLVFSVSLFAWICCQRKSSKSN-KTPPYKFVHVLKGVDIYPENLNSKKKFGADD--------------------------KSEAKNKSATPKNSLH

OanatinusSyt4       MAPITASREELDEIPTVVGIFSAFGLVFTVSLFAWICCQRKSSKSN-KTPPYKFVHVLKGVDIYPENLNSKKKFGADD--------------------------KNEANSKSALPKNSLH

MdomesticusSyt4     MAPITSSREEFDEIPTVVGIFSAFGLVFTVSLFAWICCQRKSSKTN-KTPPYKFVHVLKGVDIYPENLNSKKKFGADD--------------------------KNEAKNKPVVPKTSLH

MmusculusSyt4       MAPITTSRVEFDEIPTVVGIFSAFGLVFTVSLFAWICCQRRSAKSN-KTPPYKFVHVLKGVDIYPENLSSKKKFGGDD--------------------------KSEVKGKAALPNLSLH

HsapiensSYT4        MAPITTSREEFDEIPTVVGIFSAFGLVFTVSLFAWICCQRKSSKSN-KTPPYKFVHVLKGVDIYPENLNSKKKFGADD--------------------------KNEVKNKPAVPKNSLH

                             |         |         |         |         |         |         |         |         |         |         |         |

Trubripessyt4       LDLEKRDLNGNFTTKPFHHHQQQ--TVRSSPDLELPSPHAGFTQPGTVDRRDLPSPSSSFSSQAPTPAVDKPLGEEKEGGVGTLHFSLEYQPERKAFIVHIKEAHGLAPTDEQSLTSDPY

Tnigroviridissyt4   LDLEKRDLNGNFTTKPFHHHHHQPQAVRSSPDLELPSPQAGFTQPRAADRPDLPSPSSSFSSQAPTPAVDKPPTEEKEGGVGTLHFSLEYQPERKAFIVHIKEANGLAPTDEQSLTSDPY

Gaculeatussyt4      LDLEKRDLNGNFTTKPFHHHSQK---VRSSPDLELPSPHAGFTQPGAMDRRDLPSPCSTLSSQAPTPAVEKPQVEDREGGLGTLHFSLEYQPEKKAFIVHIKEAHGLTPTDEQSLTSDPY

Olatipessyt4        LDLEKRDLNGNFTTKPFHHHHQK---VRCSPDLELPSPHAGFTQPGAMDRHDLPSPFSNLSSQAPTPGVERAHVEEKENGLGTLHFSLEYQQEKKAFIVHIKEANGLSPTDEQSLTSDPY

Dreriosyt4          LDLEKRDLNGNFTTKPPTLQLK----VRSSPDIDIPALQGGFAN------QEAGTPESVVSSHTPTPAVEKS--QDKEGGLGTLFFSVEYNFEKKAFMVHIKEAHGLSPTDEQSLTSDPY

Xtropicalissyt4     LDLEKRDLNGNFPKAN-K--------VRSSPDLEDFSQPQLPEK----D-KDSVSPESVKSNASVVS-------LDKQDKLGTLFFALEYNFEKKAFVVNIKEARSLPAMDEQSMTSDPY

Acarolinensissyt4   LDLEKRDLNGNFPKTVPK--------ITSSSEVENSIPKVFPER----E-KDSVSPDSLKSISSLSS-------EEKQDKLGTLFFSLEYNFEKKAFMVNIKEARGLPAMDEQSMTSDPY

GgallusSYT4var1     LDLEKRDLNGNFPKTTSK--------MQSSPDPENSSSKHFSEN----Q-KDSVSPDSLKSTTSLSS-------EEKQDKLGTLFLSLEYNFEKKAFVVSIKEARGLPAMDEQSMTSDPY

GgallusSYT4var2     LDLEKRDLNGNFPKTTSK--------MQSSPDPENSSSKHFSEN----Q-KDSVSPDSLKSTTSLSS-------EEKQDKLGTLFLSLEYNFEKKAFVVSIKEARGLPAMDEQSMTSDPY

TguttataSYT4        LDLEKRDLNGNFPKTTTK--------MQGSTDLENSSPKHFAER----K-KDSVSPDSLKSITSLSS-------EGKQDKLGTLFFSLEYNFEKKAFVVNIKEARGLPAMDEQSMTSDPY

OanatinusSyt4       LDLEKRDLNGNFPKTNAK--------VMSPSDLENLTPKHFSES----E-KDSISLDSLKSNTSLSL-------EEKQEKLGTLFLSLEYNFEKKAFVVNIKEARGLPAMDEQSMTSDPY

MdomesticusSyt4     LDLEKKDLNGNFPKANPK--------AGSPSDLENLTPKPFSER----EQKESASPDSLKSNSSLCS-------VEKQDKLGTLFFSLEYNFEKKAFIVNIKEARGLPAMDEQSMTSDPY

MmusculusSyt4       LDLEKRDLNGNFPKANPK--------AGSSSDLENVTPKLFTET----E-KEANSPESLKSSTSLTS-------EEKQEKLGTLFLSLEYNFEKKAFVVNIKEAQGLPAMDEQSMTSDPY

HsapiensSYT4        LDLEKRDLNGNFPKTNLK--------PGSPSDLENATPKLFLEG----E-KESVSPESLKSSTSLTS-------EEKQEKLGTLFFSLEYNFERKAFVVNIKEARGLPAMDEQSMTSDPY

                             |         |         |         |         |         |         |         |         |         |         |         |

Trubripessyt4       IKLTLLPEKKHRVKTRVLRKTLDPAFDETFSFYGIPLARVSELALHFMVLSFDRFSRDEVIGETLVPLSGIDLSEGRVLMSREIIKRNSKKSSGRGELLLSLCYQSTTNTLTVVVLKARN

Tnigroviridissyt4   IKLTLLPEKKHRVKTRVLRKTLDPAFDETFSFYGLPLARVSELALHFMVLSFDRFSRDEVIGETLVPLSGIDLSEGRVLMSREIIKK--KKSSGRGELLLSLCYQSTTNALTVVVLKARN

Gaculeatussyt4      IKLTLLPEKKHRVKTRVLRKTLDPAFEETFSFYGIPLARVSELALHFMVLSFDRFSRDEVIGETLVPLSGIDLSEGRVLMSREIIKKNVKKSSCRGELLLSLCYQSTTNTLTVVVLKARH

Olatipessyt4        IKLTLLPEKKHRVKTRVLRKTLDPSFDETFSFYGISLSRVTELSLHFMVLSFDRFSRDEVIGETLVPLSGIDLSEGRVLMSREIIKRNIKKSSGRGELLLSLCYQSTTNTLTVVVLKARH

Dreriosyt4          IKLTLLPEKKHKVKTRVLRKTLDPAFDETFSFYGIPFARVSQLALHFMVLSFDRFSRDEVIGETLVPLADIDLSEGRVLMSRDIIKKNIRRSAGRGELLLSLCYQSTTSTLTVVVLKARH

Xtropicalissyt4     IKMTILPEKKHKVKTRVLRKTLDPAFDETFTFYGIPYSQVQDLVLHFIILSFDRFSRDDVIGEVSFPLSGIELSDGRVLMNREINKRNVRKSAGRGELLISLCYQSTTNTLTVVVLKARH

Acarolinensissyt4   IKMTVLPEKKHKVKTRVLRKTLDPAFDETFTFYGIPYTQVQDLSLHFMILSFDRFSRDDVIGEVLFPLSGIELSEGRLLMNKEIIKKNVRKSSGRGELLISLCYQSTTNTLTVVVLKARH

GgallusSYT4var1     IKMTILPEKKHKVKTRVLRKTLDPAFDETFTFYGIPYSQIQDLTLHFMILSFDRFSRDDVIGEVLIPLAGIELSEGRMLMDREIIKRNVRKSSGRGELLISLCYQSTTNTLTVVVLKARH

GgallusSYT4var2     IKMTILPEKKHKVKTRVLRKTLDPAFDETFTFYGIPYSQIQDLTLHFMILSFDRFSRDDVIGEVLIPLAGIELSEGRMLMDREIIKRN--KSSGRGELLISLCYQSTTNTLTVVVLKARH

TguttataSYT4        IKMTILPEKKHKVKTRVLRKTLDPAFDETFTFYGIPYSQIQDLTLHFMVLSFDRFSRDDVIGEVLIPLAGTELSEGRLLMDREIIKRNVRKSSGRGELLVSLCYQSTTNTLTVVVLKARH

OanatinusSyt4       IKMTILPEKKHKVKTRVLRKTLDPAFDETFTFYGIPYSQIQDLVLHFMILSFDRFSRDDIIGEVLIPLSGIELSNGKMLMNREIIKRNVRKSSGRGELLISLCYQSTTNTLTVVVLKARH

MdomesticusSyt4     IKMTILPEKKHKVKTRVLRKTLDPAFDETFTFYGIPYSQIQDLVLHFIILSFDRFSRDDIIGEVLIPLSGIELADGRMLMNREIIKRNVRKSSGRGELLISLCYQSTTNTLTVVVLKARH

MmusculusSyt4       IKMTILPEKKHRVKTRVLRKTLDPVFDETFTFYGIPYPHIQELSLHFTVLSFDRFSRDDVIGEVLIPLSGIELSDGKMLMTREIIKRNAKKSSGRGELLVSLCYQSTTNTLTVVVLKARH

HsapiensSYT4        IKMTILPEKKHKVKTRVLRKTLDPAFDETFTFYGIPYTQIQELALHFTILSFDRFSRDDIIGEVLIPLSGIELSEGKMLMNREIIKRNVRKSSGRGELLISLCYQSTTNTLTVVVLKARH

                             |         |         |         |         |         |         |         |         |         |         |

Trubripessyt4       LPKIENNGPTDPYVKVNMYQGKKRVCKKKTHVKKCSPNPVFNELFVFDLPSEEGLRDTSVELLLMDSDSGNSRCPNTVLGRLVLGMSATGTPGEHWREICEHPRRQIAKWHGLSEE

Tnigroviridissyt4   LPKTDNNGPTDPYVKVNMYQGKKRVCKKKTHMKKCSPNPVFNELFVFDLPSDEGLRDTSVELLLMDSASGTARCPSPVLGRLVLGTSSTGTPGEHWREICDHPRRQIAKWHGLSED

Gaculeatussyt4      LPKTENNGPTDPYVKVNMYQGKKRVCKKKTHVKKCSPNPVFNELFVFDLPSDEGLRDTSVELLLMDSDTGNSRCPNTVLGRLVLGTSVAGTPGEHWREICDHPRRQIAKWHGLSED

Olatipessyt4        IPRTENNGPTDAYVKVNMYHGKKRICKKKTHVKKCSPNPVFNELFYFDLPSEEGLRDTSIELLLMDSD--NSRSSNGAIGRLVLGTAAAGTAGEHWREICDHPRRQIAKWHDMSED

Dreriosyt4          LPKADSSGPSDPYVKVNLFQGKKRVCKKKTHVKKCAPNPVFNELFVFDLPSEDGLRDTSVELLLLDSDR-TSRTP--VIGRLVLGTSSPGTAGEHWREICDHPRRQIAKWHALSED

Xtropicalissyt4     LPKAEVSGLSDPYVKVNLYHAKKRISKKKTHVKKCTPNAVFNELFVFDIPC-EGLEDISVEFLVMDSDRGSR---NEVIGRLILGSSADGTGGEHWKEICEHPRRQIAKWHMLCDG

Acarolinensissyt4   LPKADVSGLSDPYVKVNLYHAEKRISKKKTHVKKCTPNAVFNELFVFDIPC-EGLQEISIEFLVLDSDRGSR---NEIIGRLTLGASAEGTAGEHWKEICEYPRRQIAKWHMLCDG

GgallusSYT4var1     LPKSDVSGLSDPYVKVNLYHVKKRISKKKTHVKKCTPNAVFNELFVFDIPC-EGLDDISIEFLVLDSDRGSR---NEVIGRLTLGSSAEGTGGEHWKEICEYPRRQIAKWHMLCDG

GgallusSYT4var2     LPKSDVSGLSDPYVKVNLYHVKKRISKKKTHVKKCTPNAVFNELFVFDIPC-EGLDDISIEFLVLDSDRGSR---NEVIGRLTLGSSAEGTGGEHWKEICEYPRRQIAKWHMLCDG

TguttataSYT4        LPKSDVSGLSDPYVKVNLYHAKKRISKKKTHVKKCTPNAVFNELFVFDIPC-EGLDDISIEFLVLDSDRGSR---NEVIGRLTLGSSAEGTGGEHWKEICEYPRRQIAKWHMLCDG

OanatinusSyt4       LPKADVSGLSDPYVKVNLYHAKKRISKKKTHVKKCTPNAVFNELFVFDIPC-EGLEDISVEFLVLDSDRGSR---NEVIGRLILGASAEGTGGEHWKEICEFPRRQIAKWHMLCDG

MdomesticusSyt4     LPKADVSGLSDPYVKVNLYHAKKRISKKKTHVKKCTPNAVFNELFVFDIPC-EGLEEISVEFLVLDSDRGSR---NEVIGRLVLGASAEGTGGEHWKEICEYPRRQIAKWHMLCDG

MmusculusSyt4       LPKSDVSGLSDPYVKVNLYHAKKRISKKKTHVKKCTPNAVFNELFVFDIPC-ESLEEISVEFLVLDSERGSR---NEVIGRLVLGATAEGSGGGHWKEICDFPRRQIAKWHMLCDG

HsapiensSYT4        LPKSDVSGLSDPYVKVNLYHAKKRISKKKTHVKKCTPNAVFNELFVFDIPC-EGLEDISVEFLVLDSERGSR---NEVIGQLVLGAAAEGTGGEHWKEICDYPRRQIAKWHVLCDG
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