Trubripessytll
Tnigroviridissytll
Gaculeatussytll
Olatipessytll
Dreriosytlla
Dreriosytllb
Acarolinensissytll
GgallusSYTllvarl
GgallusSYTllvar2
TguttataSYT11
OanatinusSytll
MdomesticaSytll
MmusculusSytllvarl
MmusculusSytllvar2
HsapiensSYTllvarl
HsapiensSYTllvar2

Trubripessytll
Tnigroviridissytll
Gaculeatussytll
Olatipessytll
Dreriosytlla
Dreriosytllb
Acarolinensissytll
GgallusSYTllvarl
GgallusSYTllvar2
TguttataSyYT11l
OanatinusSytll
MdomesticaSytll
MmusculusSytllvarl
MmusculusSytllvar2
HsapiensSYTllvarl
HsapiensSYTllvar2

Trubripessytll
Tnigroviridissytll
Gaculeatussytll
Olatipessytll
Dreriosytlla
Dreriosytllb
Acarolinensissytll
GgallusSYTllvarl
GgallusSYTllvar2
TguttataSYT11
OanatinusSytll
MdomesticaSytll
MmusculusSytllvarl
MmusculusSytllvar2
HsapiensSYTllvarl
HsapiensSYTllvar?2

Trubripessytll
Tnigroviridissytll
Gaculeatussytll
Olatipessytll
Dreriosytlla
Dreriosytllb
Acarolinensissytll
GgallusSYTllvarl
GgallusSYTllvar2 [ ]
TguttataSyYT1ll1l
OanatinusSytll
MdomesticaSytll
MmusculusSytllvarl
MmusculusSytllvar2 e
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HsapiensSYTllvar2 e
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MADMIELGPTYAMSPVLAGFLGAGVLVLVVAVLVLLWSFCQRRYMRLSGR-HKLHGDRYCDAEDPPYKFIHMLKGISIYPESLSSSKRIVRGARRAEHSDRG-=-—==~-— ATTGRGMVLVD
MAEMIELGPTYAMSPVLAGFLGAGALVLLVAVLVLLWSFCQRRYLHLSGR-RKLHGDRYCDAEEPPYKFIHMLKGISIYPESLSSSKRIVRGARRAQHGERG---=--—-— AA-GRGMVLVD
MADVIELGPAYAMSPVLAGFLGAGVLVLVVVVLVLLWSFCQRRYLRVSGR-YKLHGDRYCDSEDPPYKFIHMLKGISIYPESLSSSKRIVRGIRRADRSKRDGERGFPTAGAGRGLVLVD
MADMVELGPAYAMSPVLAGFLGAGVLVLVMVVLVLLWSFCQRRYLRISGR-YKLHGDRYCDAEDPPYKFIHMLKGISIYPESLSGSKRIVRGVRRADRSDADGERGGAAGPAGRGMVLVD
MAEMTNLKPTYDVSPVLAGFLGAGVLVVSVTVAVFLWTCCQRRYRQMTGA-YKLTSGPYDPPVDPPYKFIHMLKGISIYPETLSNSKKIVRVGRRSASNSLLREWG-~-RGSRNGDVLLVD
MAEMTEIGAAYDMSPVLAGFIGAGVLVVAVFALIYLWTCCQKHYNRTNYKLHGIQSEHSDPLTDPPYKFIHMLKGMSIYPDALTNSKRIIRVAREARAQTSDRV---~-QGSKGRPVVLVN
----------- VSPIVAGLIGATVLVVSVSVTVFVWTCCHQQAEKKH-----=-===-=—-—-—-—-KTPPYKFIHMLKGISIYPETLSNKKKIIRIRRDKTGAARK DGSGSLSGD
MAEITSVHPGFPVSPVVAGLIGATVLVVSVSVTVFVWTCCHQQAEKKH-=-==----ece--—-—— KTPPYKFIHMLKGISIYPETLSNKKKINRIRRDKNGAPKE-=-==—=—===— TGRGNLLVD
MAEITSVHPGFPVSPVVAGLIGATVLVVSVSVTVFVWTCCHQQAEKKH--=-====—==———— KTPPYKFIHMLKGISIYPETLSNKKKINRIRRDKNGAPKE--==————— TGRGNLLVD
----------- VSPVVAGLIGATVLVVSVSVTVFVWTCCHQQAEKKH------==-=-—-—-—-—-—-KTPPYKFIHMLKGISIYPETLSNKKKINRIRRDKEG---=-=--=====----GRGNLLVD
MAEITNLRPPYPVSPVVAGLVGATVLVVSVSVSVFVWTCCRRRAQKKH- QAPPYKFIHMLKGVSIYPEPLX - e e e e e e e e e e e e e e m e e e = =
——————————— VSPVVLGLIGATVLVVSVSVTVFVWTCCHQQAEKKH----=--===—=—-—-—-—-KTPPYKFIHMLKGISIYPETLSNKKKIIRVRRDKGGPGRD GGRGNLLVD
MAEITNIRPSFPVSPVAAGLIGASVLVVCVSVTVFVWTCCHQQAEKKH--======—-=——=—- KTPPYKFIHMLKGISIYPETLSNKKKIIKVRRDKDGPRRE-=-======— SGRGNLLIN
MAEITNIRPSFPVSPVAAGLIGASVLVVCVSVTVFVWTCCHQQAEKKH-=-==--—-—cecee—-=u KTPPYKFIHMLKGISIYPETLSNKKKIIKVRRDKDGPRRE-====—=—=== SGRGNLLIN
MAEITNIRPSFPDVSPVVAGLIGASVLVVCVSVTVFVWSCCHQQAEKKQ KNPPYKFIHMLKGISIYPETLSNKKKIIKVRRDKDGPGRE GGRRNLLVD
MAEITNIRPSFPVSPVVAGLIGASVLVVCVSVTVFVWSCCHQQAEKKQ KNPPYKFIHMLKGISIYPETLSNKKKIIKVRRDKDGPGRE GGRRNLLVD
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AENNILDVPGQLQMSHLIPPANSGPQ---GRLERALPVRTDYCC-LDSSSGGSSQTNSKTPSPFTPASSEPEPEPERSLGTLSLTVDYNFPKKALVVTIVGARGLPAMDEQVSSSDPYVK
AENNILDVPGQLQMSHLLPPAGAGPA---GRLERGLPVRSDYCC-LDSSSAGSSQTGSKTPSPFTPASLQPEPEP--SLGTLSLTVDYNFPKKALVVTIVGARGLPAVDEQVSSSDPYVK
AENNILDVPGQLQMSHLVPPAGPGPAHGAGRTERALPVRADYCC-LDSSSAGSSQTSSKTASPFTPAPSEPEPDP--SLGTVSLTVDYNFPKKALVVTIVGARGLPAMDEQAGSSDPYVK

AENNILDVPGQLQMSHLVPPAGAAAPQGQGRMERALPVRADYCC-LDSSSASSSQTSSKTASPFTPAGAEPEP----NLGSISLAVDYNFPKKALVVTIVGARGLPAMDEQAGSSDPYVK
ADPECGTT--HLQMNHLVPPVGPP--—-—-—-— RLERALPIRADYCC-MESSSGSSSEAHSKTASPYSLNSP-—-=-==—-— SLGTLSLAIDYNFPKKALVVTIIGAQGLPAVDEQAGSSDPYVK
MDSAAESGLLGEKQMRLEESGHEV-=---- SRLERELPVRADYCC-LDSSSASSSQTSSTTVSS-TATPFTPADEP--SRGDLSIAIDYNFPKKALVVTILEARGLPAVEGQTGSADPYVK
EAEAGL-=-=-=-=--- AGAEKLSGGFSA----PPCVKQLPIKVDYGEGL-SPAQSLTPAGSKTPSPSSPEEEV—-===—-— MLGVLTFSVDYNFPKKALVVTIQEAHGLPVMDEQNQGSDPYIK
AAESGL- -VGSDKAPDGPNT----APHIDQLPIKVDYGDEL-SPDQSLTPGGSKTSSPSSPGEDV—-===—=—— LLGELTFSVDYNFPKKALVVTIQEAHGLPVMDEHTQSSDPYIK
AAESGL-=-=-=---- VGSDKAPDGPNT----APHIDQLPIKVDYGDEL-SPDQSLTPGGSKTSSPSSPGEDV—-====—= LLGELTFSVDYNFPKKALVVTIQEAHGLPVMDEHTQSSDPYIK
AAESGL-=-=-==-- MGPTKAPDGP-=-=-=—--- PQVDQLPIKVDYGDEL-SPDQSLTPGGSKTSSPSSPGDDV=-=====— LLGDLTFSVDYNFPKKALVVTIQEAHGLPVMDEHTQSSDPYIK
———————————————————————————————————————————————————————————————————————————————————————————— XFLVVSIQEALVLPATDPQTQTADPYVK
AAESGL-=-=-=---- LNREKSPGGLNT----SPCIDQLPIKVDYGDEL-SPVQSLTPGGSKTASPSSPEEDV===—===— MLGSLTFSVDYNFPKKALVVTIQEAHGLPVMDDQTQGSDPYIK
A-ESGL- -LSHDKDPRGPSP----ASCMDQLPIKRDYGEELRSPMTSLTPGESKATSPSSPEEDV—-===—=—— MLGSLTFSVDYNFPKKALVVTIQEAHGLPVMDDQTQGSDPYIK
A-ESGL--=-=---- LSHDKDPRGPSP----ASCMDQLPIKRDYGEELRSPMTSLTPGESKATSPSSPEEDV—-==——=—— MLGSLTFSVDYNFPKKALVVTIQEAHGLPVMDDQTQGSDPYIK
AAEAGL---=---- LSRDKDPRGPSS~----GSCIDQLPIKMDYGEELRSPITSLTPGESKTTSPSSPEEDV===—===— MLGSLTFSVDYNFPKKALVVTIQEAHGLPVMDDQTQGSDPYIK
AAEAGL-=-=-=-=--- LSRDKDPRGPSS----GSCIDQLPIKMDYGEELRSPITSLTPGESKTTSPSSPEEDV—==—==—— MLGSLTFSVDYNFPKKALVVTIQEAHGLPVMDDQTQGSDPYIK
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MTILPEKKHRVKTRVLRKTLNPLFDETFTFYGVAYSSLPDLTLHFLVLSFDRFSRDDVIGESVVPLKGVDPSTGRVHISQQITKRNMQ-CDSRGELLVSLSYQPVSHRLSVVVLKARHLP
MTILPEKKHRVKTRVLRKTLDPLFDETFTFYGVAYSALPELTLHFLVLSFDRFSRDDVIGEAVVPLKGVDPSTGRVHLSQQISKRNMQI-CDSRGELLVSLSYQPVSHRLSVVVLKARHLP
MTILPEKKHRVKTRVLRKTLDPLFDETFTFYGVAYSSLPELTLHFLVLSFDRFARDDVVGEAVVPLKGVDPSTGRVHLSQQISKRNMQ-CETRGELLASLSYQPVSHRLSVVVLKARHLP
MT ILPEX mm e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e e -
MTILPEKKHRVKTRVLRKTLEPVFDETFTFYGVPYSSLPELTLHFLVLSFDRFARDDVIGEAVVPLEGVDPSTGRAHITQQISKRNTQCESRGELLVSLSYHPVTHRLNVVVLKAKHLP
MTILPEKKHRVKTRVLRKTLEPAFDETFTFYGVPYSSLSDLTLHFLVLSFDRFSRDDVIGEAMVPLAGVDPSTGRVHITQQITKRNMQ-CVSHGELLVSLSYQPVSHRLSVVVLKAKHLP
MTILPDKRHRVKTRVLRKTLDPVFDETFTFYGIPYSQLOQDLVLHFLVLSFDRFSRDDVIGEVMVPLAGVDPSTGKVHLTREIIKRNI CVSRGELQVSLSYQPVAQRMTVVVLKAKHLP
MTILPDKRHRVKTRVLRKTLDPVFDETFTFYGIPYSQLQDLVLHFLVLSFDRFSRDDVIGEVMVPLAGVDPSTGKVQLTREILKRNI CISRGELQVSLSYQPVAQRMTVVVLKARHLP
MTILPDKRHRVKTRVLRKTLDPVFDETFTFYGIPYSQLQDLVLHFLVLSFDRFSRDDVIGEVMVPLAGVDPSTGKVQLTREILKRNI CISRGELQVSLSYQPVAQRMTVVVLKARHLP
MTILPDKRHRVKTRVLRKTLEPVFDETFTFYGIPYSQLOQDLVLHFLVLSFDRFSRDDVIGEVMVPLAGVDPSTGKVQLTREILKRNI CISRGELQVSLSYQPVAQRMTVVVLKARHLP
MTVLPDRRHRVKTRVLRRTRNPVFDETFTFYGLPASQLQDLALHFLVLSFDRFSRDDVIGEVVLPLAGLDPATAKVQLTRDISQRSFQOK - == e e e e e e e e e e e e e e e e —
MTILPDKRHRVKTRVLRKTLDPVFDETFTFYGIPYSQLQDLVLHFLVLSFDRFSRDDVIGEVMVPLAGVDPSTGKVQLTRDIIKRNI CISRGELQVSLSYQPVAQRMTVVVLKARHLP
MTILPDKRHRVKTRVLRKTLDPVFDETFTFYGIPYSQLOQDLVLHFLVLSFDRFSRDDVIGEVMVPLAGVDPSTGKVQLTRDIIKRNI CISRGELQVSLSYQPVAQRMTVVVLKARHLP
MTILPDKRHRVKTRVLRKTLDPVFDETFTFYGIPYSQLQDLVLHFLVLSFDRFSRDDVIGEVMVPLAGVDPSTGKVQLTRDIIKRNI CISRGELQVSLSYQPVAQRMTVVVLKARHLP
MTILPDKRHRVKTRVLRKTLDPVFDETFTFYGIPYSQLQDLVLHFLVLSFDRFSRDDVIGEVMVPLAGVDPSTGKVQLTRDIIKRNI CISRGELQVSLSYQPVAQRMTVVVLKARHLP
MTILPDKRHRVKTRVLRKTLDPVFDETFTFYGIPYSQLOQDLVLHFLVLSFDRFSRDDVIGEVMVPLAGVDPSTGKVQLTRDIIKRNI CISRGELQVSLSYQPVAQRMTVVVLKARHLP
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KMDMTGLSA|F--NPYVKVNIFYGRKRIAKKKTHVKKCTLNPVFNESFIYDIPPELLPEISVEFLVVDFDRTTKNEVLGRLLLGLHSPAPTGASHWREVCESPRRQISKWHNLSEF
KMDMTGLSAR--NPYVKVNVFYGRKRIAKKKTHVKKCTLNPVFNESFIYDIPPELLAEISVEFLVVDFDRTTKNEVLGRLLLGLHSPAPTGASHWREVCESPRRQISKWHNLSEY
KMDITGLSARF--NPYVKVNVFYGRKRIAKKKTHVKKCTLNPVFNESFIYDIPPELLPEISVEFLVVDFDRTTKNEVLGRLLLGLHGPAPSGASHWREVCENPRRQISKWHSLSEY
————————— - --XPYVKVNVFYGRKRIAKKKTHVKKCTLNPVFNESFIYDIPPELLPEISVEFLVVDFDRTTKNEVLGRLLLGLHSPSPSGASHWREVCENPRRQISKWHNLSEY
TMDITGLSGEF--NPYVKVNVFYGRKRIAKKKTHVKKCTLNPVFNESFIYDVPAELMPDISVEFLVIDFDRTTKNEVVGRLVLGGQSPIPSGVTHWREVCDNPRRQIAKWHNLIEY
KLDITGLSARF--NPYVKLNVFYGHKRIAKKKTHVKKCTLNPVFNESFIYDVPAELLPDISIEFLVMDFDRTTKNQALGRLVLGADSPCPSGAAHWQEVCQNPRRQISKWHTLN-~-

KMDITGLS-f--DPYVKVNVYYGRKRIAKKKTHVKKCTLNPVFNESFIYDIPTELLPDISIEFLVIDFDRTTKNEVVGRLILGAHSVTAGGAEHWREVCESPRKQVAKWHSLSEY
KMDITGLSGEF--NPYVKVNVYYGRKRIAKKKTHVKKCTLNPVFNESFIYDIPVDLLPDISIEFLVIDFDRTTKNEVVGRLILGAHSITAAGVEHWREVCENPRKPVAKWHSLSEY
KMDITGLS=-F--DPYVKVNVYYGRKRIAKKKTHVKKCTLNPVFNESFIYDIPVDLLPDISIEFLVIDFDRTTKNEVVGRLILGAHSITAAGVEHWREVCENPRKPVAKWHSLSEY

KMDITGLSGF--NPYVKVNVYYGRKRIAKKKTHVKKCTLNPVFNESFIYDIPVDLLPDISIEFLVIDFDRTTKNEVVGRLILGAHSASAAGTEHWRQVCDSPGKAVAKWHSLSEY
KMDITGLSGF--NPYVKMNLYYGRKRIAKKKTHVKKCTLNPVFNESFIYDIPTDLLPDISIEFLVIDFDRTTKNEVVGRLILGAHSVTAGGAEHWREVCESPRKPIAKWHSLSEY
KMDITGLSGF--NPYVKVNVYYGRKRIAKKKTHVKKCTLNPVFNESFIYDIPTDLLPDISIEFLVIDFDRTTKNEVVGRLILGAHSVTTSGAEHWREVCESPRKPIAKWHSLSEY
KMDITGLS-f--DPYVKVNVYYGRKRIAKKKTHVKKCTLNPVFNESFIYDIPTDLLPDISIEFLVIDFDRTTKNEVVGRLILGAHSVTTSGAEHWREVCESPRKPIAKWHSLSEY
KMDITGLSGF--NPYVKVNVYYGRKRIAKKKTHVKKCTLNPIFNESFIYDIPTDLLPDISIEFLVIDFDRTTKNEVVGRLILGAHSVTASGAEHWREVCESPRKPVAKWHSLSEY
KMDITGLSGRAPDPYVKVNVYYGRKRIAKKKTHVKKCTLNPIFNESFIYDIPTDLLPDISIEFLVIDFDRTTKNEVVGRLILGAHSVTASGAEHWREVCESPRKPVAKWHSLSEY




