
                                  |         |         |         |         |         |         |         |         |         |         |         |
Xtropicalissyt16var2     MVQPMASQ---RFFQPVSSWISRMCEAVSLAGDSISGSLNNLNK--AQPSVDSKQDSQEYQEEFEYHIEDFPEENPCSSDNDDFENVNNVVTSEYNEANGQAL--VTSDNTESPGCVGSS
Xtropicalissyt16var3     ------------------------------------------------------------------------------------------------------------------------
Acarolinensissyt16var2   ----MASQDVVNFFQPFSSWVSQFFEALQEAGDTISSSFTSLGN--RAIEEDGDKDLENSDGSYEHHSEGSDNESTFSQDSEESDLFPSSCHDELESSSASSL--GPYWYEGKRIHPQEE
GgallusSYT16var2         ----MTSEAAQSFLQPLSSWLSQIYEAIQQAGDSISASLLNLNGVGRESEEDRNRGLEGNGVAYEDYSVESEDERHIDLWDEEYICPREDGHIAGRDLASEALPCGSDMGMQRQKWVKNT
TguttataSYT16var2        ----MASEAPQNFLQPLSSWMSQIYEAIQQAGDSISASLLNLSGVGRKPEGERTQDLENNGGVYEDYSEESGDERDLDLWDEDYFYPREDSYIGGPGLASQNLPHSSDTGPQRQNRVKTT
MdomesticaSyt16var2      MVLTMASQDTQNFFQSLSSWISRVYEAVQQVGDTLSASIVNLSK--HNPQFNGELDPELIDGDVQE----SDLQDGEKQNHAQIKDDMEPLLLEANQFPTGTY--NTDLGDMKQSP----
MmusculusSyt16var2       MVLTMASQDVQNFFQPLSSWLSRVYEALQQAGDALSASLVLLSK--HDSALSDKPEQDLDAAQIQQ----TYLED-EEQDHDGSPEEASSLFLEEDHFSLSNS--DLQDSVQTASPTLGQ
MmusculusSyt16var3       ------------------------------------------------------------------------------------------------------------------------
HsapiensSYT16var1        MVLAMASQDVQNFFQPFSSWISRVYEALQQAGDMLSASLVNISK--QDSKLSDKLDQDLDNIQIQE----TYFED-EEQDNDWSQEDANSLFLEVDHFSCCNS--DLQDSAQNSSPSLSQ
HsapiensSYT16var2a       MVLAMASQDVQNFFQPFSSWISRVYEALQQAGDMLSASLVNISK--QDSKLSDKLDQDLDNIQIQE----TYFED-EEQDNDWSQEDANSLFLEVDHFSCCNS--DLQDSAQNSSPSLSQ
HsapiensSYT16var2b       ------------------------------------------------------------------------------------------------------------------------
HsapiensSYT16var3        ------------------------------------------------------------------------------------------------------------------------

                                  |         |         |         |         |         |         |         |         |         |         |         |
Xtropicalissyt16var2     LCHAETSIVSTSGAIVDEDEDTIETLSTTTEEEDIDNQIRTLLRDLDSPTFSSVGITNGKEFWEGKICVVGVLKPLHFFCSLTSDVQMNSYGEDEDLTSSSDSDEEVFKQFQISVSRSQS
Xtropicalissyt16var3     ------------------------------------------------------------------------------------------------------------------------
Acarolinensissyt16var2   YLDDDDSLASYGACQSYKGYQVMETLPTIPEEEEHLL--------------------------------------------------LNSYGEDEDLTTSSDSDDEVIKQFEISVSRSQS
GgallusSYT16var2         TSLAGQCVERTGHLVANGSHWINEDLQPL---PTISEDESEPSVRMRGHDHSISMDGSLE------------------INKDKASFAX--------------------------------
TguttataSYT16var2        STLPEQCVESSRTLTSNGSYWMSEDLQPLDRLPPIAEEEGEPSWRMGGHEHSLSLGGSLN------------------SANGTARCAVNSYKEEDEQAASSGNNHDMVRQFETSMSWSHS
MdomesticaSyt16var2      -LGDSSSIVSQLSYPTCDNPEQPSRLLPVLEEDCHL----EKLKKNLQHDFENQVPESLE--------------------S-NG-EQVNSYGEDE-LSTSSDSDEEIIKQFEISVSRSQS
MmusculusSyt16var2       QAEDSSSVIPPWPSKIPGAPKPQPVLSSIAEEDHHS----ERQRCGRQHG-----SGTLE--------------------KVNGRKQVNSFGDDEEPSTSSESDEDVTKQFKISVSRSQS
MmusculusSyt16var3       -----------------------------------------------------------------------MTSKEGGGEGEEIIHNVNSFGDDEEPSTSSESDEDVTKQFKISVSRSQS
HsapiensSYT16var1        HAKDSCSTMSQWPNWASDDRKLPHVLSSIAEEEHHL----EKQRSGLQHGFDSQLPGTLE--------------------TVNGKKQVNSFGDDEELSTSSDSDEEVIKQFEISVSRSQS
HsapiensSYT16var2a       HAKDSCSTMSQWPNWASDDRKLPHVLSSIAEEEHHL----EKQRSGLQHGFDSQLPGTLE--------------------TVNGKKQVNSFGDDEELSTSSDSDEEVIKQFEISVSRSQS
HsapiensSYT16var2b       ------------------------------------------------------------------------------------------------------------------------
HsapiensSYT16var3        ------------------------------------------------------------------------------------------------------------------------

                                  |         |         |         |         |         |         |         |         |         |         |
Xtropicalissyt16var2     FRSTVSEKATQAGSESRQKFSRLLSNHEELSTEASECED-------------------LDVLCYQSN---EEDDHVSYRSR--QELAATEHKNATGQEADARPG---------------
Xtropicalissyt16var3     -----------------------------------------------------------------------------------------------------------------------
Acarolinensissyt16var2   FRSGVSEKGTQAGLERRPKFNRLLSNHEEYSSEISECEGILIRNVLRTGKREMVYLDGFSQLSYQDNLSYHEDDRLSFDSRTASESRGSGQTKDPEMEVGAKPSLRRQETEGSLEMETA
GgallusSYT16var2         -------------------------------------------------------LDGLSQLSYQDNLSCHEDDHVSVDSRTTER-RSAGQHTGPRMESSIADGFSQQATEGRLELEAA
TguttataSYT16var2        FDQKYLNK---VGVGCSPKFSHFPCSHKEHRTEVSRCRD----------------LDGLSQLSYQDNLSCREDDHVSVDSRTTTRSRGTGQHKGPRVEPRIGDGVSQSHREGCLEMETA
MdomesticaSyt16var2      FRSGPYEKGTQASSERKPKLKHLLSSHEENSTEASECED----------------LDGLSQPRCLNNVSYGEDDHNSVDSRITSESRDFGEQRTNRREAIFTHSFGEEATGRNLETETS
MmusculusSyt16var2       FRSGVSEKGKTTELEQKIKCKRLLCTHQEDSAEGSACED----------------LDRTSQLSYSEILSY-EDRPISILPQSPFESRNVRHHGPCRPEMGMVRSLGRPCADGVLETETA
MmusculusSyt16var3       FRSGVSEKGKTTELEQKIKCKRLLCTHQEDSAEGSACED----------------LDRTSQLSYSEILSY-EDRPISILPQSPFESRNVRHHGPCRPEMGMVRSLGRPCADGVLETETA
HsapiensSYT16var1        FRSVTSEKGKQTGLEQKPKFSRSLLTHGEDGTEVSACED----------------LDGASQRRYSENLSYGEDDHIPAHSQSPCERGDAKHHGTSHQESSVVQSLRRQSTEGSLEMETA
HsapiensSYT16var2a       FRSVTSEKGKQTGLEQKPKFSRSLLTHGEDGTEVSACED----------------LDGASQRRYSENLSYGEDDHIPAHSQSPCERGDAKHHGTSHQESSVVQSLRRQSTEGSLEMETA
HsapiensSYT16var2b       -----------------------------------------------------------------------------------------------------------------------
HsapiensSYT16var3        -------------------------------------------------------------------------------------------------------------------META

                                  |         |         |         |         |         |         |         |         |         |         |
Xtropicalissyt16var2     VNNDGFEDQDATDNSSVCSPEDQAESTI--TPPVPYVPISKCGDLDVTLEYKPSSQKLTVTVLEAKDIPDKERSGVDSWQVHLVVLPSKKQRGKTTTQKGSLPVFNETFTFNK
Xtropicalissyt16var3     -----------------------------------------------------------------------------------------------------------------
Acarolinensissyt16var2   FSNQGFEMNDATDSSSAWTPEEHEGANVLPAHPSPREPICKCGDLDIIFDYRPSTQKLLVTVLEAKDIPDKDRSGVSTWQVHVVLMPSKKQRGKTSVQRGPSPAFKDKVTFTK
GgallusSYT16var2         FTNQGFEGNDATDSSSAWSPEETDEVNSEPAHHSAHQPICKCGDLDVIFSYKASSQKLVVTVLEARDIPDKDRSGVNTWQVHTVLMPSKKQRGKTRVQRGPIPMFKDNITFSK
TguttataSYT16var2        FVNQGLEVNDATDSSSAWSPEEHNEVNSAPAHHCAHEPICKCGDLDVIFTYKPSSQKLIATVLAARDIPDKDRSGVNTWQVHAVLMPGKKQRGKTSVQRGPIPIFQDKITFSK
MdomesticaSyt16var2      FSNPGFEEPYSTDTSSAWSPEEQDGLKVPHFPSSAPEPISKCGDLDVIFEYNSSSQKLAVTIVKAQNVPDKDRSGVNAWQVHTVLLPRKKQRGKTSVQRGPTPVFKEKVFFSK
MmusculusSyt16var2       FVSRGFEDSYATHSSSLWSPEEQDGTSL-QVPHRLLEPISKCGDLDVIFEYRAVTQKLTVTIVRAQGLPDKDRSGVNSWQVHIVLLPSKKQRGKTNIQRGPNPVFKEKVTFTK
MmusculusSyt16var3       FVSRGFEDSYATHSSSLWSPEEQDGTSL-QVPHRLLEPISKCGDLDVIFEYRAVTQKLTVTIVRAQGLPDKDRSGVNSWQVHIVLLPSKKQRGKTNIQRGPNPVFKEKVTFTK
HsapiensSYT16var1        FNSRGFEDSYATDSSSMWSPEEQDRTNL-QVPSGVSEPISKCGDLDVIFEYRAASQKLTVTIVRAQGLPDKDRSGVNSWQVHVVLLPGKKHRGRTNIQRGPNPVFREKVTFAK
HsapiensSYT16var2a       FNSRGFEDSYATDSSSMWSPEANLNLK-----RKGYLLDVYCLSSPLLFTTSLHRRNRTGPICRCHPGSQSPSQSVVT-----------------------------------
HsapiensSYT16var2b       -----------------------------------------------------------------------------------------------------------------
HsapiensSYT16var3        FNSRGFEDSYATDSSSMWSPEEQDRTNL-QVPSGVSEPISKCGDLDVIFEYRAASQKLTVTIVRAQGLPDKDRSGVNSWQVHVVLLPGKKHRGRTNIQRGPNPVFREKVTFAK
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                                  |         |         |         |         |         |         |         |         |         |         |
Xtropicalissyt16var2     LVPEEMPNHALRFRLYAVHKMNRVKMMGEKLYHLRNIRPDSENNLTLVLEPRSNLTSGDSQLSFTPVSHSESDSSTQSLSHGGVPELLVGLSYNPTTGRLSVEMIKGSHFRNL
Xtropicalissyt16var3     -----MPNHALRFRLYAVHKMNRVKMMGEKLYHLRNIRPDSENNLTLVLEPRSNLTSGDSQLSFTPVSHSESDSSTQSLSHGGVPELLVGLSYNPTTGRLSVEMIKGSHFRNL
Acarolinensissyt16var2   LSPEELSHYAIRFRLYSVRKMIKERMMGEQLFYLSNLNQEGEMKVTLVLEPRSNLCSGGSQISLSAISHSDSASSNQSLSHGGVPELLVGLSYNATTGRLSVEMIKGSHFRNL
GgallusSYT16var2         LEPHELGGHAVRFRLYAVHKVIGEKMMGEQLFYLSNISQEEEVKVTLVLEPRSNLTSADSQLSLSAISHSDSASSTQSLSHGGVPELLVGLSYNATTGRLSVEMIKGSHFRNL
TguttataSYT16var2        LEPQELSSHAVRFRLYAVHKVVGEKMMGEQLFYLRGISQEGEVKVTLLLEPRSNLSSADSQLSLSAISHSDSASSTQSLSHGGVPELLVGLSYNATTGRLSVEMIKGSHFRNL
MdomesticaSyt16var2      LQPEDLGRHAVQFRLYAALKMNREKMMGEKLFHLSQLHQGGKMKVTLVLEPRSNMSSGESQLSLSAVSHSDSASSTQSLSHGGVPELLVGLSYNATTGRLSVEIIKGSHFRNL
MmusculusSyt16var2       LEPRDVASCAVRFRLYAARKMTRERMMGEKLFCLSHLHPEGEMKVTLVLEPRSNLSSGESPLSPSVVSHSDSASSTQSLSHGGVPELLVGLSYNATTGRLSVEMIKGSHFRNL
MmusculusSyt16var3       LEPRDVASCAVRFRLYAARKMTRERMMGEKLFCLSHLHPEGEMKVTLVLEPRSNLSSGESPLSPSVVSHSDSASSTQSLSHGGVPELLVGLSYNATTGRLSVEMIKGSHFRNL
HsapiensSYT16var1        LEPRDVAACAVRFRLYAARKMTRERMMGEKLFYLSHLHPEGEMKVTLVLEPRSNISSGGSPLSPSAVSHSDSTSSTQSLSHGGAPELLVGLSYNATTGRLSVEMIKGSHFRNL
HsapiensSYT16var2a       -----------------------------------------------------------------------------------------------------------------
HsapiensSYT16var2b       --------------------MTRERMMGEKLFYLSHLHPEGEMKVTLVLEPRSNISSGGSPLSPSAVSHSDSTSSTQSLSHGGAPELLVGLSYNATTGRLSVEMIKGSHFRNL
HsapiensSYT16var3        LEPRDVAACAVRFRLYAARKMTRERMMGEKLFYLSHLHPEGEMKVTLVLEPRSNISSGGSPLSPSAVSHSDSTSSTQSLSHGGAPELLVGLSYNATTGRLSVEMIKGSHFRNL

                                  |         |         |         |         |         |         |         |         |         |         |
Xtropicalissyt16var2     AINRPPDTYGKLSLLDSVGHEISRCKTSVRRGQPNPVYKETFIFQVALFQLTDFTLMISIYNRRSMKRKEMIGWISLGKNSSGEEEQNHWLEMKESKGQQVCHWHTLLES
Xtropicalissyt16var3     AINRPPDTYGKLSLLDSVGHEISRCKTSVRRGQPNPVYKETFIFQVALFQLTDFTLMISIYNRRSMKRKEMIGWISLGKNSSGEEEQNHWLEMKESKGQQVCHWHTLLES
Acarolinensissyt16var2   AVNRPPDTYGKLCLLNSIGQEMSRCKTSVRRGQPNPVYKETFVFQVALFQLSDVTLMISIYNRRSIKRKEMIGWLSMGQNSSGEEEQNHWHEMKESKSQQICRWHTLLES
GgallusSYT16var2         AINRPPDTYGKLCLLNSVGQEMSRCKTSIRRGQPNPVYKETFIFQVALFQLSDVTLMISIYNKRSMKRKEMIGWISMGQNSSGEEEQSHWQEMKESKGLQVCRWHTLLES
TguttataSYT16var2        AINRPPDTYGKLCLRNSVGQEMSRCKTSIRRGQPNPVYKETFIFQVALFQLSDVTLLISIYNRRSMKRREMVGWISMGQSSSGEEEQSHWQEMRESQGTQVCRWHTLLES
MdomesticaSyt16var2      AINRPPDSYGKLFLLNSVGQEMSRCKTSIRRGQPNPVYKETFVFQVALFQLSDVTLMISIYNRRAMKRKEMIGWISLGQNSSGEEEQDHWQEMKETKGQQICRWHTLLES
MmusculusSyt16var2       AANRAPDTYGKLFLLNCVGQEMSRCKTSIRRGQPNPVYKETFVFQVALFQLSDVTLMISIYSRRTMKRKEMIGWVALGQNSSGEEEQEHWEEMKESKGQQTCRWHTLLES
MmusculusSyt16var3       AANRAPDTYGKLFLLNCVGQEMSRCKTSIRRGQPNPVYKETFVFQVALFQLSDVTLMISIYSRRTMKRKEMIGWVALGQNSSGEEEQEHWEEMKESKGQQTCRWHTLLES
HsapiensSYT16var1        AVNRAPDTYGKLFLLNSVGQEMSRCKTSIRRGQPNPVYKETFVFQVALFQLSDVTLMISVYNRRTMKRKEMIGWIALGQNSSGEEEQDHWEEMKETKGQQICRWHTLLES
HsapiensSYT16var2a       --------------------------------------------------------------------------------------------------------------
HsapiensSYT16var2b       AVNRAPDTYGKLFLLNSVGQEMSRCKTSIRRGQPNPVYKETFVFQVALFQLSDVTLMISVYNRRTMKRKEMIGWIALGQNSSGEEEQDHWEEMKETKGQQICRWHTLLES
HsapiensSYT16var3        AVNRAPDTYGKLFLLNSVGQEMSRCKTSIRRGQPNPVYKETFVFQVALFQLSDVTLMISVYNRRTMKRKEMIGWIALGQNSSGEEEQDHWEEMKETKGQQICRWHTLLES
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