
                               |         |         |         |         |         |         |         |         |         |         |         |
Trubripesesyt1a       -----------------MAAMPAVDAEPVMDGDASFAPPASPSQ---RRPGDRAVTVLWSFGKCLGALLPVYLAGYYGFSISVVLFGLVIFMGWKHSRLDKVMRLKSAMYLLENERTFTTES--
Trubripesesyt1b       ---------MATMENDKSEAIGTDTADCSGTNDTEKSVQTAAQTEAPKPKGISAVAVLWTFGKCLGALLPVYLAGYYRVSTSLLVCGMMVYTGWKHAREAKEARLKSAIEFLDDEDECTSRQ--
Tnigroviridisesyt1a   -----------------MAAMPAADAERVMDGDAAFAPPAPPSQPPPQRPGDRAVSVLWSFGKCLGALLPVYLAGYYGFSVIVVLFGLIIFMGWKHSRLDKTMRLKSAMYLLENERAFTTES--
Tnigroviridisesyt1b   MVSPQQRFLTATMQNDKSEPSGSDSADRPGTGDADQRLQTAAQAEAPKPKGISAVAVLWTFGKCLGALLPVYLAGYYRVSTSLLVCGMMVYTGWKHARDAKEARLRSAIQLEDSEDGGASRQ--
Gaculeatusesyt1a      --------------------MRPATAEP----GAGIAAPALPIQ----TPGERALSVLWSFAKCLAALLPVYLAGYYGFSISVVLFGLMIYMGWKHSRLEKVTRLKLSMFLQENEKAFTTQQ--
Gaculeatusesyt1b      ------------MQSDKSEPSEAEGAECVSASDAEKKALRAAGTGGPEPRGISAVAVLWTFGKCLGALLPVYLAGYYRVSTSLLVFGMMVYTGWKHAREAKETRLRSAMQLLDNEEEYMSTK--
Olatipesesyt1a        -------------------------------------MPGADAEVVTAPPAERAVGALWSFAKCLGALLPVYLAGYYGFSISLVLLGLMLYIGWKHGRMEKVMRLKSAMYLLENEREFTTEK--
Olatipesesyt1b        ------------MQNDKSEPTEPKGAE--GSNPPSDGAEDPV-----KVKGISAVAVLWTFGKCLSALLPVYLAGYYRVSTSLLVFGMMVYTGWKHVREAKEERLRSAMQLLSDGDDYASSR--
Drerioesyt1a          ---------------MQKSPMSVDDAGP----NAGAAPEAADAAPTTDSAGKHAVSVLWSFGKCVGAFLPVYLAGYFGFSISVVLLGLLVYIGWKHSRDGKKARLQSAMYFLENEQDVTTTR--
Drerioesyt1b          ------------MSHVDSETTNDSQKITEPAQDSSSGEMDV-----PKTKLFDAKAILWTFGKCLTALLPVYLAGYYRMSTSLVVFGMMVYAGWKHTREAKEARLRSAIQLVNDEQEYVSSK--
Xtropicalisesyt1      ---------------------------------MSDTERQSIPVP---TSGSDLVPLLLSMGKKLLLLLPIYLCGYLGMSIFFVIAGLFLYLGWKGSRENKLSRLRSAQEALEKEVAVTAST--
Acarolinensisesyt1    MERSQAKGGGPTMEGSPGKEGDPSPPDPVP---PAPVSRRLPGGL---GSA-EALAALGAMGRRLLWLLPVYLAGRAGLSVGFVVAGVALYLGWRGRRRSKEQSLRAAGLVLGDEEAAVSATAL
OanatinusEsyt1        -----------------------------------------------------------------------------------------XYLGWRRVRGGKERSLRAARRLLDDEERITAQT--
MmusculusEsyt1var1    MEHSPEEGASP----------EPSGQPPATDSTRDGGSGVPPAGP---GAASEALAVLTSFGRRLLVLVPVYLAGAAGLSVGFVLFGLALYLGWRRVRDGKERSLRAARQLLDDEERITAET--
MmusculusEsyt1var2    MEHSPEEGASP----------EPSGQPPATDSTRDGGSGVPPAGP---GAASEALAVLTSFGRRLLVLVPVYLAGAAGLSVGFVLFGLALYLGWRRVRDGKERSLRAARQLLDDEERITAET--
HsapiensESYT1var1     MERSPGEGPSPSPMDQPSAPSDPTDQPPAAHAKPDPGSGGQPAGP---GAAGEALAVLTSFGRRLLVLIPVYLAGAVGLSVGFVLFGLALYLGWRRVRDEKERSLRAARQLLDDEEQLTAKT--
HsapiensESYT1var2     MERSPGEGPSPSPMDQPSAPSDPTDQPPAAHAKPDPGSGGQPAGP---GAAGEALAVLTSFGRRLLVLIPVYLAGAVGLSVGFVLFGLALYLGWRRVRDEKERSLRAARQLLDDEEQLTAKT--

                               |         |         |         |         |         |         |         |         |         |         |         |
Trubripesesyt1a       ---VFRAKRDLPPWVNFPDVEKVEWVNKIIQQAWPFIGQYLEKLLVETIAPAIRASSIHLQTLSFTKVDIGEKAVKVVGVKAHTEQDRRQVILDLYLSYAGDVEINVEIKKYFCKAGVKGVQLH
Trubripesesyt1b       ---MSRIKRELPAWVNFPDVEKVEWLNKVLQQVWPFVGQYLEKLLMETIAPSIRASSTHLQTFGFTKVDMGDKAMKVVGIKAHTENDKGQVLLDLYISYVGNVEINVEVKRYFCKAGVKGIQLH
Tnigroviridisesyt1a   ---VLRAKRDLPPWVNFPDVEKVEWVNKIIQQAWPFIGQYLEKLLVETIAPAIRASSIHLQTLSFTKVDIGDKAVKVVGVKAHTEQDRRQVMLDLYLSYAGDVEINVEIKKYFCKAGVKGVQLH
Tnigroviridisesyt1b   ---MSRIKRELPAWVNFPDVEKVEWLNKVLQQVWPFVGQYLEKLLVETIAPSIRASSTHLQTFGFTKVDMGDKAMKVVGIKAHTENDKGQVLLDLYISFVGNVEINVEVKRYFCKAGVKGMQLH
Gaculeatusesyt1a      ---AFRTKRDLPPWVDFPDVEKVEWLNKILQQAWPFIGQYLEKLLVETIAPAIRMSSIHLQTLSFTKVNIGDKALKVVGVKAHTENDKRQVMLDLYLSYAGDVEVNVEIKKYFCKAGVKGVQLH
Gaculeatusesyt1b      ---AFRGKRGLPAWVSFPDVEKVEWLNKVMHQVWPFVGQYLEKLLVETIAPSIRAQNAHLQTLSFTKVDMGDKAMKVVGIKAHTENDKGQVLLDLYISYVGNVEINVEVKRYFCKAGVKGIQLH
Olatipesesyt1a        ---VFRAKRDLPPWVNFPDVEKVEWVNKILQQAWPFIGQYLEKLLVETIAPAIRTSSIHLQTLSFTKVNIGDKALKVVGVKAHTEHDKKQVMLDLYLSYAGDVEINVEIKKYFCKAGVKGVQLY
Olatipesesyt1b        ---LSKIKRDLPAWVNFPDVEKVEWLNKVLQQVWPFVGQYLEKLLVETIAPSIRASTTHLQTFNFTKVDMGDKAMKVVGIKAHTENDKGQVLLDLYISYVGNVEINVEVKRYFCKAGVKGIQLH
Drerioesyt1a          ---VFRSKRDLPAWVNFPDVEKVEWINKILQQAWPFVGQYLEKLLVETIAPSIRATSAHLQTLSFTKVDLGDRAMKVVGVKAYTEFDRRQVILDLYISYAGDVEINVEVKKYFCKAGVKGIQLH
Drerioesyt1b          ---SFRSKRDLPSWVNFPDVEKVEWLNKVIHQAWPFIGQYLEKLLTETIAPAIRGSSAHLQTLSFTKIDFGGKPMKVVGVKAHTENDKGQILLDVYISYVGDVEINVEVKRYFCKAGVKGIQLH
Xtropicalisesyt1      ---MFMNKRELPSWVSFPDTEKAEFLNKIVAQMWPFIGQYLEKLLTDSIAPTIRASNTHLSTFYFTKINVGEKAPKVTGVKAHTEFDKKQIILDLHLSYVGDIEVNVEVKKYFCKAGIKGMQLH
Acarolinensisesyt1    GRSLGQSQSQLPAWVSFPDVEKAEWLNKILAQAWPFFGQYMEKLLVENIAPSIRASNTHLQTFTFSKIDMGEKPLRVIGVKVHTGLNKKQILLDLNISYAGDVQIDVEVKKFFCKAGVKGMQLH
OanatinusEsyt1        ---LHLSHRELPAWGTFPDVEKVEWLNKIVAQIWPFLGQYMEKMLAETVAPIVRASNPHLQTFTFTRVELGEKPLRILGVKVHTGQSKNQILLDLNISYVGDLQIDVEVKKYFCKAGVKGMQLH
MmusculusEsyt1var1    ---LYMSHRELPAWVSFPDVEKAEWLNKIVAQVWPFLGQYMEKLLAETVAPAVRGANPHLQTFTFTRVELGEKPLRIIGVKVHPSQRKDQILLDLNVSYVGDVQIDVEVKKYFCKAGVKGMQLH
MmusculusEsyt1var2    ---LYMSHRELPAWVSFPDVEKAEWLNKIVAQVWPFLGQYMEKLLAETVAPAVRGANPHLQTFTFTRVELGEKPLRIIGVKVHPSQRKDQILLDLNVSYVGDVQIDVEVKKYFCKAGVKGMQLH
HsapiensESYT1var1     ---LYMSHRELPAWVSFPDVEKAEWLNKIVAQVWPFLGQYMEKLLAETVAPAVRGSNPHLQTFTFTRVELGEKPLRIIGVKVHPGQRKEQILLDLNISYVGDVQIDVEVKKYFCKAGVKGMQLH
HsapiensESYT1var2     ---LYMSHRELPAWVSFPDVEKAEWLNKIVAQVWPFLGQYMEKLLAETVAPAVRGSNPHLQTFTFTRVELGEKPLRIIGVKVHPGQRKEQILLDLNISYVGDVQIDVEVKKYFCKAGVKGMQLH

                               |         |         |         |         |         |         |         |         |         |         |         |
Trubripesesyt1a       GKLRVILEPLIGNIPLVGAVTMFFIRRPKLDINWTGLTNLLDIPGLSAMSDTMIMDAIASQLVLPNRLTVPLVADLH-VAQLRSPLPRGVVRIHLLEAEDLTAKDTVIKGLIDGKSDPYAVLRV
Trubripesesyt1b       GMMRVILEPLIGDVPIAGAVSMFFIKRPRLDINWTGLTNLLDIPGLNVMSDSMIMDAIASCLVLPNRLVVPLVQGLH-LAQLRSPLPRGVVRIYLLEAQNLEAKDSYVKGVMAGLSDPYAITRV
Tnigroviridisesyt1a   GKLRVILEPLIGNIPLVGAVTMFFIRRPKLDINWTGLTNLLDIPGLSAMSDTMIMDAIASQLVLPNRLTVPLVADLP-VAQLRSPLPRGVVRIHLLEAEDLTAKDTVIKGLIDGKSDPYAVLRV
Tnigroviridisesyt1b   GMMRVILEPLIGDVPIVGAVSMFFIKRPKLDINWTGLTNLLDIPGLNVMSDSMIMDAIASCLVLPNRLVVPLVQGLH-VAQLRSPLPRGVVRIYLLEAQNLAAKDNYVKGVMAGLSDPYAIMRV
Gaculeatusesyt1a      GKLRVILEPLIGDVPLVGAITMFFIRRPKLDINWTGLTNLLDIPGLNAISDTMIMDAIASHLVLPNRLTIPLVADLH-VAQLRSPLPRGVVRIHLLEAEDLTAKDTVIKGLIDGKSDPYAVLRV
Gaculeatusesyt1b      GMMRVILEPLIGDVPIVGAVTMFFIQRPKLDINWTGLTNMLDIPGLNVKSDSMIMDAIASFLVLPNRLVIPLVPGLH-VAQLRSPLPRGVVRIHLLEAQNIVAKDNYMKGVMAGLSDPYAILRV
Olatipesesyt1a        GKLRVILEPLIGDVPLVGAITMFFIRRPKLDINWTGLTNLFDIPGVNSMSDTMIMDAIASHLVLPNRLTIPLVANLH-VAQLRSPLPRGVVRIHLLEAEDLTAKDTVIKGLIDGKSDPYAVIRV
Olatipesesyt1b        GMMRVILEPLIGDVPIVGAVTMFFIRRPKLDINWTGLTNLFDIPGVNAKSDSMIMDAIASFLVLPNRLVVPLVPDLH-LAQLRCPLPRGVVRIHLLEAQNLPAKDHNVKGVMAGLSDPYAVLRV
Drerioesyt1a          GKLRVILEPLIGDVPLVGAITMFFIRRPKLDINWTGMTNLLDIPGLNAMSDTMIMDAIASFLVLPNRLTVPLVANLH-VAQLRSPLPRGIVRIHLLEAENLPAKDNYMKGVISGKSDPYAVLRV
Drerioesyt1b          GMMRVILEPLISDVPIVGAVTMFFIQRPKLTINWTGLTNLLDIPGLNVMSDTMIMDAIASFLVLPNRLTVPLVADLP-VAQLRCPLPRGVVRIHLLEADNLAAKDNYVKGVMAGMSDPYAIVRV
Xtropicalisesyt1      GMLRVILEPLIGDVPIVGAMTLFFIRRPVLDINWTGLTNLLDIPGLNLMSDTMVMDIISGFLVLPNRLAIPLASNLH-VAELRSPLPRGIVRIHLLEARDLSAKDIQLKGLLAGKSDPYAIVRV
Acarolinensisesyt1    GMLRVILEPLIGNVPIVGALTMFFIRRPTLDINWTGMTNLLDIPGLSSLSDTMIMDSIASFLVLPNRLLIPLVPDLHEAAQLRSPIPRGIVRVYLMEAKDLQSKDKYIKGMIEGKSDPYAVVRV
OanatinusEsyt1        GVLRLILEPLLGDLPIVGAVSMFFIRRPMLDINWTGMTNLLDIPGLSALSDSMIMDSIAAFLVLPNRLLVPLVPDLQEVAQLRSPLPRGIVRVHLLAARALGSKDTFVRGLIEGKSDPYALVRV
MmusculusEsyt1var1    GVLRVILEPLTGDLPIVGAVSMFFIKRPTLDINWTGMTNLLDIPGLSSLSDTMIMDSIAAFLVLPNRLLVPLVPDLQDVAQLRSPLPRGIIRIHLLAARGLSSKDKYVKGLIEGKSDPYALVRV
MmusculusEsyt1var2    GVLRVILEPLTGDLPIVGAVSMFFIKRPTLDINWTGMTNLLDIPGLSSLSDTMIMDSIAAFLVLPNRLLVPLVPDLQDVAQLRSPLPRGIIRIHLLAARGLSSKDKYVKGLIEGKSDPYALVRV
HsapiensESYT1var1     GVLRVILEPLIGDLPFVGAVSMFFIRRPTLDINWTGMTNLLDIPGLSSLSDTMIMDSIAAFLVLPNRLLVPLVPDLQDVAQLRSPLPRGIIRIHLLAARGLSSKDKYVKGLIEGKSDPYALVRL
HsapiensESYT1var2     GVLRVILEPLIGDLPFVGAVSMFFIRRPTLDINWTGMTNLLDIPGLSSLSDTMIMDSIAAFLVLPNRLLVPLVPDLQDVAQLRSPLPRGIIRIHLLAARGLSSKDKYVKGLIEGKSDPYALVRL

                               |         |         |         |         |         |         |         |         |         |         |         |
Trubripesesyt1a       GTQIFTSHHIDSNLNPQWREMYEVIVHEVPGQELEVEVFDKDPDQDDFLGRVKVDLDIVKKARVVDDWFNLKDVPSGSVHLRLEWLSLLSSAERLSEVIQKNQNLT--SKTEDPPSAAILAIYL
Trubripesesyt1b       GPQHFTSKHMDNTDSPKWNETYEVIVHEVPGQELEVEVYDKDTDQDDFLGRTTLDLGIVKKSIVVDDWFALKDTESGRVHFRLEWLSLLPSTERLEQVLKRNESIT--SNAGDPPSSAILVVYL
Tnigroviridisesyt1a   GTQIFTSHHIDSNLNPQWREMYEVIVHEVPGQELEVEVFDKDPDQDDFLGRVKVDLDIVKKARVVDDWFNLKDVPSGSVHLRLEWLSLLSSAERLSEVIQKNQNLT--SKTDDPPSPAILAVYL
Tnigroviridisesyt1b   GPQHFTSKHVDNTNSPKWNETYEVIVHEVPGQELEVEVYDKDPDQDDFLGRTTLDLGTVKKSIVVDEWFTLKDTESGRVHFRLEWLSLLPGTDHLEQILKRNESIT--SKAGDPPSSAILVVYV
Gaculeatusesyt1a      GTQIFTSHHVDSNLNPQWREMYEVIVHEVPGQELEVEVFDKDPDQDDFLGRVKVDLDIVKKARVVDDWFNLRDVQTGSVHLRLEWLSLLSSADRLSEVIQKNQNLT--TKTADPPSAAILAVYL
Gaculeatusesyt1b      GPQTFTSKHVDNTDSPKWQEIYEVIVHEVPGQELEVEVYDKDTDQDDFLGRTKLDLGIVKKSIVVDDWFNLKETPSGRVHFRLEWLALLPGTDRLEQMLKRNESVT--SKTADPPSSAILVIYL
Olatipesesyt1a        GTQIFTSHHVDSNLNPQWREMYEVIVHEVPGQELEVEVFDKDPDQDDFLGRVKVDLDIVRKARIVDDWFNLKDVPSGSIHLRLEWLSLLSSADRLSEVIQKNQNLT--TKTSDPPSAAILAIYL
Olatipesesyt1b        GPQTFTSKHIDNTDCPKWGEMYEVIVHEVPGQELEVEVYDKDRDQDDFLGRTKLDLGVVKNSIVVDDWFTLKESSSGRIHFRLEWLSLLPNTDKLEQVLKKSKAVT--GKNLEPLSSAVLVVYL
Drerioesyt1a          GTQIFTSHHVDNNLNPQWREMYEVIVHEVPGQELELEVFDKDPDQDDFLGRMKLDLGIVKKAVLLDEWYTLKDAASGQVHLRLEWLSLLPSAERLSEVLERNQNITVPSKTADPPSAAVLTVYL
Drerioesyt1b          GPQTFKSHHLDNTLSPKWGEVYEVVVHEVPGQELEVEVFDKDPDHDDFLGRTKLDLGIVKKSKIVDEWFNLKDTQTGRVHLKLEWLTLETHTERLKEVLKRNESVV--SKAAEPPSAAILAVYL
Xtropicalisesyt1      GTQVFNSQIINENLNPVWNEMYEVIVHEVPGQELEVELFDKDPDQDDFLGRMKIDLGEVKQHGSLDKWFPLSDTKSGRLHLRLEWLTLMSNASQLKKILEINREIT--AKTQEEPSAAILIVYL
Acarolinensisesyt1    GTQVFTSKVIDENLNPKWNEMYEFIVHEVPGQELEVELFDKDPDQDDFLGRMKLDFGEVMQARVLEEWFPLQDGGRARVHLRLEWHTLMSDTSKLDQVLQWNKTLS--TKP-EPPSAAILVVYL
OanatinusEsyt1        GTQVFCSRVVDNDLNPQWGETYEX------------------------------------------XWFPLQ-GGPGQVHLRLEWLTLLPDTDKLDQVLQWNRGV---SSRPDPPSAAILVVYL
MmusculusEsyt1var1    GTQTFCSRVIDEELNPHWGETYEVIVHEVPGQEIEVEVFDKDPDKDDFLGRMKLDVGKVLQAGVLDNWYPLQ-GGQGQVHLRLEWLSLLPDAEKLDQVLQWNRGIT--SRP-EPPSAAILVVYL
MmusculusEsyt1var2    GTQTFCSRVIDEELNPHWGETYEVIVHEVPGQEIEVEVFDKDPDKDDFLGRMKLDVGKVLQAGVLDNWYPLQ-GGQGQVHLRLEWLSLLPDAEKLDQVLQWNRGIT--SRP-EPPSAAILVVYL
HsapiensESYT1var1     GTQTFCSRVIDEELNPQWGETYEVMVHEVPGQEIEVEVFDKDPDKDDFLGRMKLDVGKVLQASVLDDWFPLQ-GGQGQVHLRLEWLSLLSDAEKLEQVLQWNWGVS--SRP-DPPSAAILVVYL
HsapiensESYT1var2     GTQTFCSRVIDEELNPQWGETYEVMVHEVPGQEIEVEVFDKDPDKDDFLGRMKLDVGKVLQASVLDDWFPLQ-GGQGQVHLRLEWLSLLSDAEKLEQVLQWNWGVS--SRP-DPPSAAILVVYL

                               |         |         |         |         |         |         |         |         |         |         |         |
Trubripesesyt1a       DQAQDLP----------MRKGNKDPSPMVQISIQDTTRESKTCYGTNSPIWSDAFTFFIQDPSKQDIDIQVKDDDRALSLGTLTIPLMRLLGSPELTMDQWFQLENSGSASRIYVKIVLRVLWL
Trubripesesyt1b       DKAEELP----------MKKGNQEPNPIVHLSVQDTKRESKICYTTTSPEWEEAFTFFIQDPHKQDIDIQVKDADRVQALGSLTIPLSRLLSTPDLSLDQWFQLDKAGSASRIYIKAVLRVLWL
Tnigroviridisesyt1a   DQAQDLP----------MRKGNKDPSPIVQISIQDTTRESKTCYGTNNPIWSDAFTFFIQDPRKQDLDIQVKDDDRSLSLGTLTIPLMRLLGSPELTMDQWFQLENSGSASRIYIKIVLRILWL
Tnigroviridisesyt1b   DKAEELP----------TKKGNKEPNPLVQLSVQDTKRESK----------------------------RGGSADRVQGLGSLTIPLSRLLSTSDLSLDQWFQLDKSGSASRIYVKAVLRVLWL
Gaculeatusesyt1a      DQAHALP----------MRKGNKDPSPMVQISIQDATKESKTCYGTNGPVWEDAFTFFIQDPSKQDIDIQVKDDDRALSLGSLSIPLSRLLAAPELTMDQWFQLENSGSASRIYIKIVLRVLWL
Gaculeatusesyt1b      DKAEALP----------MKKGNKQPDPIVQLSVQDITRESKTCYTTINPEWEEAFTFFIQDPRKQDIDIQVKDADRVQTLGSLTIPLSRLLSNSNLSLDQWFQLDNSGSASRIYINTVLRVLWL
Olatipesesyt1a        DQGFELP----------MRKGSKFPSPMAQISIQDTTKESKTCYGSNSPVWEEAFTFFIQDPHKQDIDIQVKDDDHSVPLGSLTIPLNRLLETSDLTLDQWFHLENSGTASRIYAKIVLRILWL
Olatipesesyt1b        DKAKALP----------MTKGNKEPNPTVHISVQDTKRESKTCYTTIDPEWEQAFTFFIQDPHKQDIDFQVKDVDSKQLLGSLRIPLPRILEESSLSLDQWFQLENSGPASRIYVNAVLRVLWL
Drerioesyt1a          DRAQDLP----------FKKGNKDPSPMVQISVQDTTKESRTVYGTNNPAWEDAFTFFIQDPRKQDIDIQVKDDDRALTLGSLYIPMSRLLSSPELTMDQWFQLEKSGPASRIYITAMLRVLWL
Drerioesyt1b          DKAEALP----------MKKGNKDPNPIVQISVQNATRDSRICWNTVNPQWEDAFTFFIRDPNNQDISVQVKDNDRVQLLGKMSIPASRLLSHPDLSMDEWYNLENSGPKSRIHINTVLRVLWL
Xtropicalisesyt1      DRAQDLP----------LKKNVKEPSPMVQLSIQDMTRESKTVPSSSSPVWEEPFRFFLRDPNIQDLDIQVKDDDRQYSLGSLSVPLSRILSADDLTLDQWFQLENSGSRSRIYMKLVMRILHL
Acarolinensisesyt1    DRAQELP----------LKKSSKEPNPMVQLSVHDVTRESKVVYNTVSPIWDDAFRFFLQDPTAEDIDIQVKDDNRQTTLGSLTIHLSRLLNADDLTLDQWFQLENSGPNSRIYMKVVMRILYL
OanatinusEsyt1        DRAHDLP----------LKKGNKEPNPMVQLSVQDVTQESKATYNTNSPVWEEAFRFFLQDPNSQDLDIQVKDDTRQLALGSLTLPLSRLLSAPDLTLDQWFQLSSSGPASRLYMKLVMRILYL
MmusculusEsyt1var1    DRAQDLP----------LKKGNKEPNPMVQLSVQDVTRESKATYSTNSPVWEEAFRFFLQDPRSQELDVQVKDDSRALTLGALTLPLARLLTASELTLDQWFQLSSSGPNSRLYMKLVMRILYL
MmusculusEsyt1var2    DRAQDLP----------LKKGNKEPNPMVQLSVQDVTRESKATYSTNSPVWEEAFRFFLQDPRSQELDVQVKDDSRALTLGALTLPLARLLTASELTLDQWFQLSSSGPNSRLYMKLVMRILYL
HsapiensESYT1var1     DRAQDLP----------LKKGNKEPNPMVQLSIQDVTQESKAVYSTNCPVWEEAFRFFLQDPQSQELDVQVKDDSRALTLGALTLPLARLLTAPELILDQWFQLSSSGPNSRLYMKLVMRILYL
HsapiensESYT1var2     DRAQDLPMVTSELYPPQLKKGNKEPNPMVQLSIQDVTQESKAVYSTNCPVWEEAFRFFLQDPQSQELDVQVKDDSRALTLGALTLPLARLLTAPELILDQWFQLSSSGPNSRLYMKLVMRILYL

                               |         |         |         |         |         |         |         |         |         |         |         |
Trubripesesyt1a       SDEATPTTPSPRPSASGNQGGQSIFPSNQNTMGSSGLGKPLLTRPQHTSPDPEFATE
Trubripesesyt1b       DEER----------------------ISSNTASNLEA-GLSKELPHQTSPHPSFATEGLLRIHLLAGQNLIPKDNLMGGMVKGKSDPYVKINVGGETFTSQVVKGNLNPTWNEMYEVILTQLPG
Tnigroviridisesyt1a   SDEASPTAPSPRPSAPGNQGFQSVFPSTLNSQGSSGSGKAPPSRPQHTSPDPEFATE
Tnigroviridisesyt1b   DEER----------------------VSSNVASDLEA-GVSKQLPQQTSPHPSFATEGLLRIHLLAGQNLIPKDNFMGGMVKGKSDPYVKINIGGETFTSQVIKGNLNPTWNEMYEVILTQLPG
Gaculeatusesyt1a      NDDATPTTPSPRPLAPGPGLGQGGITSEMNPMGPGGLAKPQSTRPQHTTPDAEFATE
Gaculeatusesyt1b      DEER----------------------VATDVSSTLES-GMSRQLPQQTSPHSSFATEGLLRIHLLAGTNLVPKDNLMGGMVKGKSDPYVKINIGGETFVSRVIKSNLNPVWNEMYEVILTKLPG
Olatipesesyt1a        SDDVTPTTPSPRPSGSGSEVGQGGITSDLSPAGPGGLNKPQPTQPQHTTPDPEFATE
Olatipesesyt1b        DEEN----------------------IKSDVSSGVAA-AMQKPLPQKSSPHPSFATEGLLRIHLLAGQNLVPKDNWIGSMLKGKSDPYVKISIGGETFTSQTIKENLNPTWNEMYEVILTQLPG
Drerioesyt1a          NEDAILT--SPVSPIPGEGYGETEVSSGATKV------TATPKRPEHTSPDSNFASE
Drerioesyt1b          DEAA----------------------VTASLLSSGPL-SKSSR-PEKTTPHSSFATEGLLRIHLVEGQNLVAKDNLMGGMVKGKSDPYVKIQIGGETFKSHVIKENLNPTWNEMYEVVLTELPG
Xtropicalisesyt1      DPSNTLVNADP-------ESIIAEEA---------GSSVDKPPRPNQTTFPEKFATE
Acarolinensisesyt1    DAPEVCIKTRPCPPGQLDV-IESANL---------GSSVDQPPRPTKASPDAEFGTE
OanatinusEsyt1        DTSSVHFPLTPSSPGTTETSGESFHP---------GSSVDHPPRPTHTSPDGHFGTE
MmusculusEsyt1var1    DYSEIRFPTVPG---AQDWDRESLET---------GSSVDAPPRPYHTTPNSHFGTE
MmusculusEsyt1var2    DYSEIRFPTVP---GAQDWDRESLET---------GSSVDAPPRPYHTTPNSHFGTE
HsapiensESYT1var1     DSSEICFPTVPGCPGAWDVDSENPQR---------GSSVDAPPRPCHTTPDSQFGTE
HsapiensESYT1var2     DSSEICFPTVPGCPGAWDVDSENPQR---------GSSVDAPPRPCHTTPDSQFGTE

100

200

300

400



                               |         |         |         |         |         |         |         |         |         |         |         |
Trubripesesyt1a       GTQIFTSHHIDSNLNPQWREMYEVIVHEVPGQELEVEVFDKDPDQDDFLGRVKVDLDIVKKARVVDDWFNLKDVPSGSVHLRLEWLSLLSSAERLSEVIQKNQNLT--SKTEDPPSAAILAIYL
Trubripesesyt1b       GPQHFTSKHMDNTDSPKWNETYEVIVHEVPGQELEVEVYDKDTDQDDFLGRTTLDLGIVKKSIVVDDWFALKDTESGRVHFRLEWLSLLPSTERLEQVLKRNESIT--SNAGDPPSSAILVVYL
Tnigroviridisesyt1a   GTQIFTSHHIDSNLNPQWREMYEVIVHEVPGQELEVEVFDKDPDQDDFLGRVKVDLDIVKKARVVDDWFNLKDVPSGSVHLRLEWLSLLSSAERLSEVIQKNQNLT--SKTDDPPSPAILAVYL
Tnigroviridisesyt1b   GPQHFTSKHVDNTNSPKWNETYEVIVHEVPGQELEVEVYDKDPDQDDFLGRTTLDLGTVKKSIVVDEWFTLKDTESGRVHFRLEWLSLLPGTDHLEQILKRNESIT--SKAGDPPSSAILVVYV
Gaculeatusesyt1a      GTQIFTSHHVDSNLNPQWREMYEVIVHEVPGQELEVEVFDKDPDQDDFLGRVKVDLDIVKKARVVDDWFNLRDVQTGSVHLRLEWLSLLSSADRLSEVIQKNQNLT--TKTADPPSAAILAVYL
Gaculeatusesyt1b      GPQTFTSKHVDNTDSPKWQEIYEVIVHEVPGQELEVEVYDKDTDQDDFLGRTKLDLGIVKKSIVVDDWFNLKETPSGRVHFRLEWLALLPGTDRLEQMLKRNESVT--SKTADPPSSAILVIYL
Olatipesesyt1a        GTQIFTSHHVDSNLNPQWREMYEVIVHEVPGQELEVEVFDKDPDQDDFLGRVKVDLDIVRKARIVDDWFNLKDVPSGSIHLRLEWLSLLSSADRLSEVIQKNQNLT--TKTSDPPSAAILAIYL
Olatipesesyt1b        GPQTFTSKHIDNTDCPKWGEMYEVIVHEVPGQELEVEVYDKDRDQDDFLGRTKLDLGVVKNSIVVDDWFTLKESSSGRIHFRLEWLSLLPNTDKLEQVLKKSKAVT--GKNLEPLSSAVLVVYL
Drerioesyt1a          GTQIFTSHHVDNNLNPQWREMYEVIVHEVPGQELELEVFDKDPDQDDFLGRMKLDLGIVKKAVLLDEWYTLKDAASGQVHLRLEWLSLLPSAERLSEVLERNQNITVPSKTADPPSAAVLTVYL
Drerioesyt1b          GPQTFKSHHLDNTLSPKWGEVYEVVVHEVPGQELEVEVFDKDPDHDDFLGRTKLDLGIVKKSKIVDEWFNLKDTQTGRVHLKLEWLTLETHTERLKEVLKRNESVV--SKAAEPPSAAILAVYL
Xtropicalisesyt1      GTQVFNSQIINENLNPVWNEMYEVIVHEVPGQELEVELFDKDPDQDDFLGRMKIDLGEVKQHGSLDKWFPLSDTKSGRLHLRLEWLTLMSNASQLKKILEINREIT--AKTQEEPSAAILIVYL
Acarolinensisesyt1    GTQVFTSKVIDENLNPKWNEMYEFIVHEVPGQELEVELFDKDPDQDDFLGRMKLDFGEVMQARVLEEWFPLQDGGRARVHLRLEWHTLMSDTSKLDQVLQWNKTLS--TKP-EPPSAAILVVYL
OanatinusEsyt1        GTQVFCSRVVDNDLNPQWGETYEX------------------------------------------XWFPLQ-GGPGQVHLRLEWLTLLPDTDKLDQVLQWNRGV---SSRPDPPSAAILVVYL
MmusculusEsyt1var1    GTQTFCSRVIDEELNPHWGETYEVIVHEVPGQEIEVEVFDKDPDKDDFLGRMKLDVGKVLQAGVLDNWYPLQ-GGQGQVHLRLEWLSLLPDAEKLDQVLQWNRGIT--SRP-EPPSAAILVVYL
MmusculusEsyt1var2    GTQTFCSRVIDEELNPHWGETYEVIVHEVPGQEIEVEVFDKDPDKDDFLGRMKLDVGKVLQAGVLDNWYPLQ-GGQGQVHLRLEWLSLLPDAEKLDQVLQWNRGIT--SRP-EPPSAAILVVYL
HsapiensESYT1var1     GTQTFCSRVIDEELNPQWGETYEVMVHEVPGQEIEVEVFDKDPDKDDFLGRMKLDVGKVLQASVLDDWFPLQ-GGQGQVHLRLEWLSLLSDAEKLEQVLQWNWGVS--SRP-DPPSAAILVVYL
HsapiensESYT1var2     GTQTFCSRVIDEELNPQWGETYEVMVHEVPGQEIEVEVFDKDPDKDDFLGRMKLDVGKVLQASVLDDWFPLQ-GGQGQVHLRLEWLSLLSDAEKLEQVLQWNWGVS--SRP-DPPSAAILVVYL

                               |         |         |         |         |         |         |         |         |         |         |         |
Trubripesesyt1a       DQAQDLP----------MRKGNKDPSPMVQISIQDTTRESKTCYGTNSPIWSDAFTFFIQDPSKQDIDIQVKDDDRALSLGTLTIPLMRLLGSPELTMDQWFQLENSGSASRIYVKIVLRVLWL
Trubripesesyt1b       DKAEELP----------MKKGNQEPNPIVHLSVQDTKRESKICYTTTSPEWEEAFTFFIQDPHKQDIDIQVKDADRVQALGSLTIPLSRLLSTPDLSLDQWFQLDKAGSASRIYIKAVLRVLWL
Tnigroviridisesyt1a   DQAQDLP----------MRKGNKDPSPIVQISIQDTTRESKTCYGTNNPIWSDAFTFFIQDPRKQDLDIQVKDDDRSLSLGTLTIPLMRLLGSPELTMDQWFQLENSGSASRIYIKIVLRILWL
Tnigroviridisesyt1b   DKAEELP----------TKKGNKEPNPLVQLSVQDTKRESK----------------------------RGGSADRVQGLGSLTIPLSRLLSTSDLSLDQWFQLDKSGSASRIYVKAVLRVLWL
Gaculeatusesyt1a      DQAHALP----------MRKGNKDPSPMVQISIQDATKESKTCYGTNGPVWEDAFTFFIQDPSKQDIDIQVKDDDRALSLGSLSIPLSRLLAAPELTMDQWFQLENSGSASRIYIKIVLRVLWL
Gaculeatusesyt1b      DKAEALP----------MKKGNKQPDPIVQLSVQDITRESKTCYTTINPEWEEAFTFFIQDPRKQDIDIQVKDADRVQTLGSLTIPLSRLLSNSNLSLDQWFQLDNSGSASRIYINTVLRVLWL
Olatipesesyt1a        DQGFELP----------MRKGSKFPSPMAQISIQDTTKESKTCYGSNSPVWEEAFTFFIQDPHKQDIDIQVKDDDHSVPLGSLTIPLNRLLETSDLTLDQWFHLENSGTASRIYAKIVLRILWL
Olatipesesyt1b        DKAKALP----------MTKGNKEPNPTVHISVQDTKRESKTCYTTIDPEWEQAFTFFIQDPHKQDIDFQVKDVDSKQLLGSLRIPLPRILEESSLSLDQWFQLENSGPASRIYVNAVLRVLWL
Drerioesyt1a          DRAQDLP----------FKKGNKDPSPMVQISVQDTTKESRTVYGTNNPAWEDAFTFFIQDPRKQDIDIQVKDDDRALTLGSLYIPMSRLLSSPELTMDQWFQLEKSGPASRIYITAMLRVLWL
Drerioesyt1b          DKAEALP----------MKKGNKDPNPIVQISVQNATRDSRICWNTVNPQWEDAFTFFIRDPNNQDISVQVKDNDRVQLLGKMSIPASRLLSHPDLSMDEWYNLENSGPKSRIHINTVLRVLWL
Xtropicalisesyt1      DRAQDLP----------LKKNVKEPSPMVQLSIQDMTRESKTVPSSSSPVWEEPFRFFLRDPNIQDLDIQVKDDDRQYSLGSLSVPLSRILSADDLTLDQWFQLENSGSRSRIYMKLVMRILHL
Acarolinensisesyt1    DRAQELP----------LKKSSKEPNPMVQLSVHDVTRESKVVYNTVSPIWDDAFRFFLQDPTAEDIDIQVKDDNRQTTLGSLTIHLSRLLNADDLTLDQWFQLENSGPNSRIYMKVVMRILYL
OanatinusEsyt1        DRAHDLP----------LKKGNKEPNPMVQLSVQDVTQESKATYNTNSPVWEEAFRFFLQDPNSQDLDIQVKDDTRQLALGSLTLPLSRLLSAPDLTLDQWFQLSSSGPASRLYMKLVMRILYL
MmusculusEsyt1var1    DRAQDLP----------LKKGNKEPNPMVQLSVQDVTRESKATYSTNSPVWEEAFRFFLQDPRSQELDVQVKDDSRALTLGALTLPLARLLTASELTLDQWFQLSSSGPNSRLYMKLVMRILYL
MmusculusEsyt1var2    DRAQDLP----------LKKGNKEPNPMVQLSVQDVTRESKATYSTNSPVWEEAFRFFLQDPRSQELDVQVKDDSRALTLGALTLPLARLLTASELTLDQWFQLSSSGPNSRLYMKLVMRILYL
HsapiensESYT1var1     DRAQDLP----------LKKGNKEPNPMVQLSIQDVTQESKAVYSTNCPVWEEAFRFFLQDPQSQELDVQVKDDSRALTLGALTLPLARLLTAPELILDQWFQLSSSGPNSRLYMKLVMRILYL
HsapiensESYT1var2     DRAQDLPMVTSELYPPQLKKGNKEPNPMVQLSIQDVTQESKAVYSTNCPVWEEAFRFFLQDPQSQELDVQVKDDSRALTLGALTLPLARLLTAPELILDQWFQLSSSGPNSRLYMKLVMRILYL

                               |         |         |         |         |         |         |         |         |         |         |         |
Trubripesesyt1a       SDEATPTTPSPRPSASGNQGGQSIFPSNQNTMGSSGLGKPLLTRPQHTSPDPEFATE
Trubripesesyt1b       DEER----------------------ISSNTASNLEA-GLSKELPHQTSPHPSFATEGLLRIHLLAGQNLIPKDNLMGGMVKGKSDPYVKINVGGETFTSQVVKGNLNPTWNEMYEVILTQLPG
Tnigroviridisesyt1a   SDEASPTAPSPRPSAPGNQGFQSVFPSTLNSQGSSGSGKAPPSRPQHTSPDPEFATE
Tnigroviridisesyt1b   DEER----------------------VSSNVASDLEA-GVSKQLPQQTSPHPSFATEGLLRIHLLAGQNLIPKDNFMGGMVKGKSDPYVKINIGGETFTSQVIKGNLNPTWNEMYEVILTQLPG
Gaculeatusesyt1a      NDDATPTTPSPRPLAPGPGLGQGGITSEMNPMGPGGLAKPQSTRPQHTTPDAEFATE
Gaculeatusesyt1b      DEER----------------------VATDVSSTLES-GMSRQLPQQTSPHSSFATEGLLRIHLLAGTNLVPKDNLMGGMVKGKSDPYVKINIGGETFVSRVIKSNLNPVWNEMYEVILTKLPG
Olatipesesyt1a        SDDVTPTTPSPRPSGSGSEVGQGGITSDLSPAGPGGLNKPQPTQPQHTTPDPEFATE
Olatipesesyt1b        DEEN----------------------IKSDVSSGVAA-AMQKPLPQKSSPHPSFATEGLLRIHLLAGQNLVPKDNWIGSMLKGKSDPYVKISIGGETFTSQTIKENLNPTWNEMYEVILTQLPG
Drerioesyt1a          NEDAILT--SPVSPIPGEGYGETEVSSGATKV------TATPKRPEHTSPDSNFASE
Drerioesyt1b          DEAA----------------------VTASLLSSGPL-SKSSR-PEKTTPHSSFATEGLLRIHLVEGQNLVAKDNLMGGMVKGKSDPYVKIQIGGETFKSHVIKENLNPTWNEMYEVVLTELPG
Xtropicalisesyt1      DPSNTLVNADP-------ESIIAEEA---------GSSVDKPPRPNQTTFPEKFATE
Acarolinensisesyt1    DAPEVCIKTRPCPPGQLDV-IESANL---------GSSVDQPPRPTKASPDAEFGTE
OanatinusEsyt1        DTSSVHFPLTPSSPGTTETSGESFHP---------GSSVDHPPRPTHTSPDGHFGTE
MmusculusEsyt1var1    DYSEIRFPTVPG---AQDWDRESLET---------GSSVDAPPRPYHTTPNSHFGTE
MmusculusEsyt1var2    DYSEIRFPTVP---GAQDWDRESLET---------GSSVDAPPRPYHTTPNSHFGTE
HsapiensESYT1var1     DSSEICFPTVPGCPGAWDVDSENPQR---------GSSVDAPPRPCHTTPDSQFGTE
HsapiensESYT1var2     DSSEICFPTVPGCPGAWDVDSENPQR---------GSSVDAPPRPCHTTPDSQFGTE

                               |         |         |         |         |         |         |         |         |         |         |         |
Trubripesesyt1b       QELHLEVFDYDMDMKDDFMGRLKIGLKDIIDSQYTDQWFSLNDVKSGRVHLTLEWVPTASEARSLDQVLQFHSRQSFQNKAVPSAALLFVLVEQANDLPLKKSGKEPKVGAEVTLGKLSQKTTV
Tnigroviridisesyt1b   QELHLEVFDYDMDMKDDFMGRLKISLKDIIDSQYNDQWFSLNDVKSGRVHLTLEWVPTVSESQFLDQVLQFYSKQSFQNKAVPSAGLLFVLVEQANGLPLKKSGKEPKVGAEITLGKLSHKTTV
Gaculeatusesyt1b      QDLQIEVFDKDMDMKDDFMGRLKINLKDIIDSQFTDQWYTLSVVKSGRVHLILEWVMAASQSDRLDQVLQFYSRQSYQNKAVPSAGLLFVFIGQADSLPVKKSGKDPKVGAEVTLGEVSRKTTV
Olatipesesyt1b        QELHLEVFDKDMDMKDDFMGRLRIDLKDIIDAQYADQWYALSDVKSGRVHLVLEWVPTSSEADRLDQALQFYSRQSFQNKAVASAGLLFVFVEQAYGLPVKKSGKDPKAGAELILGKVSHKTTV
Drerioesyt1b          QELTLEVFDKDMDMKDDFMGRLKMSLSDIISSQYINEWFSLSDVKRGRVHLALEWLPTVTKPEKLQQVLHFQSKSSFLNKAVPSAALLFVYVEQAYELPLKKSGKEPKVGAELVLGGTSRKTTV

                               |         |         |         |         |         |         |         |         |         |         |         |
Trubripesesyt1b       SDRTTSPQWNEAFCFLVQDPKEDILVVKLSHSWALPIGSLVVPVKQLLSEPELILDQWLNLDGASPESQILLRAELKMLIPSKCPVTADKAKATSASQPSPAPQKQETDTVHRSAAASIPPVET
Tnigroviridisesyt1b   SDRTTSPQWNEAFCFPVRDPTKDVLVVKLSHNWALPVGSLVVPVKQLLSEPELILDQWLNLDGASPESQILLRAELKMLVPSKCP-GVDQVKVMSPSEPSAAQQKQEMTTQHTSAAVDTPPVET
Gaculeatusesyt1b      CDRTTSPEWNEAFCFLVRDPREDILVVKLSHSWTLPIGSLVVPIRELLSEPELVLDQWFHLDGTSPASRVLLRVELKMLIPHKCPGTTDKVVVTSASDPSPASRKQEIDTVLRSSSVDVPPVEN
Olatipesesyt1b        CDRTTSPHWNEAFCFLVRDPREEVLILKLSHSWTLPIGSLVVPMRELLSETDLVLDRWFHLDGASPESQIQLRIELKVLISTKCPGAAEKPKVNAAADHPPAKHKSEADTALKSSSVDTP-MET
Drerioesyt1b          CDRTSTPKWDEAFYFLVRDPLNEDLIVKLSHNWDFSVGSVVIPIKELLSEPDLLLDQWLDLDGASPQSQILLRAQLKILCPKKMESSEEQHEEPKHHEESSIRRKQQEELMQKSSIEEVPPSPV

                               |         |         |         |         |         |         |         |         |         |         |         |
Trubripesesyt1b       LVSSEISPANLDIKEMTPAVMEETVEEVPTPAVVQPPHTSPKPSFAGEGLLRIILLEAQSLIAKDNMMGGMVKGKSDPYAKISVGEFMFKSNVIKENLNPVWNEMYEVVLKPESEQEQVKVELF
Tnigroviridisesyt1b   VASSKNLPEDLDIKEMTPAVIEETAKEAPTPVVVQPPHTSPKPSFASEGLVRIILLEAQSLIAKDNMMGGMVKGKSDPYAKISVGEFTFKSSVIKENLNPVWNEMYEVVLKPESEQVQVKIELF
Gaculeatusesyt1b      IASSASLHESVDVKKMAADVTEDKVEELPSPTTTQPPHTSPDFSFASEGLLRIILLEGQCLVAKDNMMGGMVKGKSDPYAKINVGGVAFLSNVIKENLSPVWNEMYEVVLRPQAGQ-EVQVELY
Olatipesesyt1b        ITSSVISDEVIQGKETENDVNKDETEESQSPATMQPLHTSPHLSFATEGLLRIILLEAQDLIAKDNRFGHMVKGKSDPYAVISVGEFLFKSNVVEENLSPVWNEMYEVVLRPQSGQ-EVQVELF
Drerioesyt1b          SRTSSVS---VPEEEEAPEVT-----QVSSSDDLRPLHTSPDPSFGTEGVLRLILLEAQDLVAKDGLMGGMVKGKSDPYVKIHIGDTTFKSHVIKENLNPTWNEMYELVLTSSSSS-EVLVEVF

                               |         |         |         |         |         |         |         |         |         |         |         |
Trubripesesyt1b       DKDMDKDDFLGRVNISVGDIINSQYTDQWYTLNDVKSGRVRLIMEWVQTVSHGATLDQVMQMQSHQSYHNKTVPAAALLFVLVDRANLLPLKKSGKEPKAGAELVCGNATFKTKVCDRSRSPQW
Tnigroviridisesyt1b   DKDVDKDDFLGRVSVSVEDIINSQYTDQWYTLNDVKSGRVRLILEWVQTISHNATLEQVMQMQSLQSFHNKAVPAAALLFVLVEQANSLPLKKSGKEPKAGAELVCGNTTYRTKVCDRSRSPIW
Gaculeatusesyt1b      DKDMDKDDFLGRCKISVADVIRSQYTDQWYTLNDVKSGRVRLILEWVPAVSHHDTLDQVMQVQSLQSFQNKAVPSAALLFVYVDRARSLPFKKSGKEPKAGAELVFGKTTYKTKVCDRSRSPQW
Olatipesesyt1b        DKDLNKDDFLGRFKICVSDIIQSQFKDQWYTLNDVNSGRVRLITEWVPTVSRNDALAQVMQLQSLQSYRNKAVPSAALLFVFMDRARMLPFKKSGKEPKAGAELLLGNTTYKTKVCERSTSPQW
Drerioesyt1b          DKDMDKDDFLGRMKISLQEIIQSQITDRWFSLSDVKHGRVHLILEWLNTVTKPDPLQKAVQLQSDHSYLNKSVPSAALFFILLERAHNLPLKKSGKEPKAAAELVLGDITHKTKVCERSMSPQW

                               |         |         |         |         |         |         |         |         |         |         |         |
Trubripesesyt1b       SEAFYFVVHDPRQEMLIVKLSSAWDQPMGSLVLPVRQLLSQPQLVLDEWMPLDGALPDSKILLRAELKILNSMMIEAPQ-PAVTASKEE--ELLEEIKPADEH-PAQTEAGREEDLEEM-TEDA
Tnigroviridisesyt1b   SEAFHFLVHDPREEMLIIKLSSAWDQPMGSLVVPVRQLLSKPQLVLDEWMPLDGASPDSEILLRAELKILNTMMIEAPQ-PAMTDSKKE--ELLEEIKPVQEP-PSQ--AGKKGDLRDLQVKDS
Gaculeatusesyt1b      DEAFYFQVRNPRQEMLIIKLSSAWDQPMGSIVVSVRELLSKPQLVLDQWMPLDGALPESEILLRAELKVLSSRMTEAPQ-PSAPGSKKD--PTFKHSEAADAAAPAEDAISAELPAIDTERDTT
Olatipesesyt1b        SEAFHFLVHKPKEEMLIVKLSSAWDQPMGSLVVPVKELLSEPQLVLDKWLHLDGASPESEILLRAELKILDTRMTDVPK-PSAAASKKEVSEPQKEPEAAHPDLSTEKPDPRKPADVQTTLDVT
Drerioesyt1b          SEAFHFLVHKPTEEILIIKLSSAFEQPLGSLVLPIRELLSKTDLLMDQWLSLDGAAADSQILLRAQLKKQTTHAIEEQHTPSTPKTHMPTEDLSKAPDSTTNIAEHKESAHKDPQHLDKATEPS

                               |         |         |         |
Trubripesesyt1b       DMGDLAHATVMGLPAETVGPAEVPDVRAAGEVLPQHTAPGLEFGKE
Tnigroviridisesyt1b   DLSNLAHATVTGLPAETVGPAEIPQ---AGEVLPRRTAPGLNFGKE
Gaculeatusesyt1b      GLGNLAQATVTSLPADTVGPADDTEIPNARETLQPHTTPQKHFGEE
Olatipesesyt1b        TMEDLAQSTFSGLPTDKKPSAKVSEIPKAETALQSRTTPPRDFGKE
Drerioesyt1b          HKSSSPSV-----------PAEETKVTSSTDTRPQKTSHNSNFGTK
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                                                   |         |         |         |         |         |         |         |         |         |
Trubripesesyt1a                               GVLRIHLMEAQNLIAKDNFMGGMVKGKSDPYVKIRVAGITYRSHTIKENLNPTWNELYEVILTQLPGQEIQFELFDKDIDQDDFLGRFKLNLRDIISAQF
Trubripesesyt1b                               GVLRIHLLEAQNMVAKDNLMGGMVKGKSDPYVKINIGGTVFKSHVIKENLNPTWNEMYELVLRGNRDHEIKFEAYDKDLDNDDFLGRFSVRLNEVIRSQY
Tnigroviridisesyt1a                           GVLRIHLVEAQNLIAKDNFMGGMVKGKSDPYVKIRVAGITYRSHTIKENLNPIWNELYEVILTQLPGQEIQFELFDKDIDQDDFLGRFKLSLRDIISAQF
Tnigroviridisesyt1b                           GVLRIHLLEAQNLVAKDNLMGGMVKGKSDPYVKISIGGAVFKSHVIKENLNPTWNEMYELVLNGHTDHEIKIEAYDKDLDNDDFLGRFSVRLNEVIRSQY
Gaculeatusesyt1a                              GVLRIHLVEAQNLIAKDNFMGGMVKGKSDPYVKIRVAGITFRSHTIKENLNPTWNELYEVILTQLPGQEIQFELFDKDIDQDDFLGRFKLNLREIISAQF
Gaculeatusesyt1b                              GLLRIHLLEAQHLVAKDNLMGGMVKGKSDPYVKINIGGVTFKSHVIKENLNPTWKEMYELVLSEHSVQEIKVEAFDKDLDADDFLGRFSIKLNEVIRSQY
Olatipesesyt1a                                GVLRIHLVEAQNLIAKDNFMGGMVKGKSDPYVKIKVAGITFRSHTIKENLNPVWNELYEVILTQLPGQEIQFELFDKDIDQDDFLGRFKLSLRDIINGQF
Olatipesesyt1b                                GVLRIHLLEAKNLVAKDIVLG---KGKSDPYVKINIGGFMFKSHVIKENLNPTWNEMYEVVLSGNHDQDIKFEAFDKDLNSDDFLGRFSVRLNEVMSAQY
Drerioesyt1a                                  GVLRIHLVEAQSLVAKDNLMGGMMKGKSDPYVKIRVGGLAFKSQVIKENLNPVWNELYEVILTQLPGQEVEFDLFDKDIDQDDFLGRVKVSLRDLISAQF
Drerioesyt1b                                  GLLRLHLLEAQDLVAKDGLMGGMMKGKSDPYVKIHIGDTTFKSHVIKENLNPTWNEMYELILSPDPNLEVKFEVYDKDVDSDDFLGRFKLRLGDIIKSQY
Xtropicalisesyt1                              KLLRIFVLEAENLIAKDNLMGGLVKGKSDPYTVISSGGKKVRTRVIDNNLNPCWNQAFEVLVTDIPGQDIVFEVFDKDVDKDDFLGSCQISVKDAVKQKF
Acarolinensisesyt1                            SVIRIHLLEAENLIAKDNFMGGMIKGKSDPYVKVRLGGQKFRSRVIKEDLNPRWSEIYEVVVSDIPGQEVEFDLYDKDVDKDDFLGRCKIPLRQVLSSKF
OanatinusEsyt1                                SVLRIHVLEAQGLIAKDKFLGGLVRGKSDPYVKLRVGGLSFRTRVVREELSPRWNEVFEVIVTTVPGQELEVEVFDKDLDKDDFLGRCKVSLGPVLSSGF
MmusculusEsyt1var1                            NVLRIHVLEAQDLIAKDRFLGGLVKGKSDPYVKLKVAGKSFRTHVVREDLNPRWNEVFEVIVTSIPGQELEIEVFDKDLDKDDFLGRYKVSLTTVLNSGF
MmusculusEsyt1var2                            NVLRIHVLEAQDLIAKDRFLGGLVKGKSDPYVKLKVAGKSFRTHVVREDLNPRWNEVFEVIVTSIPGQELEIEVFDKDLDKDDFLGRYKVSLTTVLNSGF
HsapiensESYT1var1                             HVLRIHVLEAQDLIAKDRFLGGLVKGKSDPYVKLKLAGRSFRSHVVREDLNPRWNEVFEVIVTSVPGQELEVEVFDKDLDKDDFLGRCKVRLTTVLNSGF
HsapiensESYT1var2                             HVLRIHVLEAQDLIAKDRFLGGLVKGKSDPYVKLKLAGRSFRSHVVREDLNPRWNEVFEVIVTSVPGQELEVEVFDKDLDKDDFLGRCKVRLTTVLNSGF

                               |         |         |         |         |         |         |         |         |         |         |         |
Trubripesesyt1a       IDTWYTLNDVKSGQVHLVLEWLPRVSELNRLEQILQYQAQQSYQNKVVPSSAMLFVYVERAHGLPLKKNGKEPKVGADVLLKNVSHRTKVCERSTSPRWDEGFHFLVRDPKEETLTVKLSHSWG
Trubripesesyt1b       TDQWYTLNDVKSGKVHLILEWVPAVSHPVRLDEVLQLQSLQSFQNKAVPAAALLFIHLEGAHSLPLKKSGKEPKAGAELVLGETTYKTQLCDRSTSPQWNESFYFLVHDPKLQMLIVKLSSGWD
Tnigroviridisesyt1a   IDTWYTLNDVKSGRVHLVLEWLPRVSDLKRLEPILQYQVQQSYQNKVVPSAAMLFVYVERAHGLPLKKSGKEPKVGADVLLRNVSHRTKVCERSTSPRWDEGFHFLVRDPKEETLTVKLSHSWG
Tnigroviridisesyt1b   TDQWYTLNDVKSGKVHLILEWVPAVSHPARLDQVLQLQALQSFQNKAAPAAALLFVYVDRAHSLPLKKSGKEPKAGAELVLGETRYKTQLCDRSTSPQWNESFYFLVHDPKHQMLIVKLSSGWD
Gaculeatusesyt1a      IDTWYTLNDVKSGRVHLELEWLPRVADLPRLEQILQYQSQQSYHNKLVPSSALLFVYVERAHGLPLKKNGKEPKVGAEITLKGVSHRTKICERSTSPRWDEAFHFLVRDPRDETLSVKLSHSWG
Gaculeatusesyt1b      TDQWYTLNDVKSGRVHLILEWVPTVSHSVRLDQVLQLQSLQSYQNKAVPAAALLFVHLERAHSLPLKKSGKDPKAGAELVLGETTYKTKLCERSTNPQWNECFYFLVHNPKDQMLVVKLSSGWD
Olatipesesyt1a        IDSWYTLNDVKSGRVHLVLEWLPRVSDLIRLEQVLQYQSQQLYQNKAVPSAAVLFVYVERAHGLPLKKNGKEPKAGVEVALKGVSFKTKICERSTSPRWDEAFHFLVRDPTDETLTVKLSHSWG
Olatipesesyt1b        TDQWFTLKDVKSGQVHVILEWVPTVSSSIRLDQVMQLESLQSYQNKAVPSAALLFVYIQAAQSLPLKKSGKEPRAGAELVLGEASSKTKLCDRSANPQWNESFHFVVRDPKRQTLIVKLSSGWD
Drerioesyt1a          TDQWYTLNDVKTGRIHLVLEWVPKISDPIRLEQILQYNYRQSYLNKIVPSAALLFVYIERAHGLPLKKSGKEPKAGAEVSLKNVSYRTKVVNRSTSPQWDEALHFLIHNPTEDTLIVKVSHSWG
Drerioesyt1b          NDEWFTLNDIKHGRVHLVVEWLPTVTQRDKLEQVMQMQSSQSYQNKSVASAALLFILLDRAHQLPLKKSGKEPKAAAELTLGGTSYKSKVCERSSSPHWNETFDFLVHDPKKDVLVIKLSSAWD
Xtropicalisesyt1      IDEWLPLEKVKSGKLHVKLECLSLLADSSQIDQVLMMNSLNQPAHSDNFSAALLYVFIERANGLQMRKGDKNPSPSAELKIRKDIYKTKVAQNTNAPAWEESFVFLLKTPHSEELELMIRDEGK
Acarolinensisesyt1    VDEWLPLEDVKSGRLHVKLECLPPTYSAAELEQVLIVNSLIQTPKSEELSSALLSVFLDRAADLPMRKGSKPPSPFVSLSVRGISYKTKVSSQTADPVWDEAFSFLIKKPHAESLELQVKDDGH
OanatinusEsyt1        MDEWLYLEDVSSGRLHLRLERLSPRPSTAELEQVLQVNSLIQTNKSTELAAALLSVYLEHAADLPX----------------------------------------------------------
MmusculusEsyt1var1    LDEWLTLEDVPSGRLHLRLERLTPRPTAAELEEVLQVNSLIQTQKSSELAAALLSVFLERAEDLPLRKGTKPPSPYATITVGETSHKTKTVSQSSAPVWEESASFLIRKPHAESLELQVRGEGT
MmusculusEsyt1var2    LDEWLTLEDVPSGRLHLRLERLTPRPTAAELEEVLQVNSLIQTQKSSELAAALLSVFLERAEDLPLRKGTKPPSPYATITVGETSHKTKVGGD--APLLRTGGRRLQDPVPASHPNPSVSNRLS
HsapiensESYT1var1     LDEWLTLEDVPSGRLHLRLERLTPRPTAAELEEVLQVNSLIQTQKSAELAAALLSIYMERAEDLPLRKGTKHLSPYATLTVGDSSHKTKTISQTSAPVWDESASFLIRKPHTESLELQVRGEGT
HsapiensESYT1var2     LDEWLTLEDVPSGRLHLRLERLTPRPTAAELEEVLQVNSLIQTQKSAELAAALLSIYMERAEDLPLRKGTKHLSPYATLTVGDSSHKTKTISQTSAPVWDESASFLIRKPHTESLELQVRGEGT

                               |         |         |         |         |         |         |         |         |         |         |         |
Trubripesesyt1a       QALGSLTLPLRDVLLEPGMVLDRWINLDGALPESQILLRVMLKILDTQ----------LVACRR---NADGEISGDDVIPRWVPSHLDIRQRTAFSMGSDNMNPTS--QVKLTIGYSTEEARLF
Trubripesesyt1b       QPMGSLVLPVKNLLAAPQLVMDQWFHLDGALPESQVLLRAELKILDSK----------MLDL--------------------------ISAGTLPCAAPIWGSTNG--QVKLTLSYSLQERQLM
Tnigroviridisesyt1a   QALGSLTLPLRDVLLDPGMVLDRWFNVDGALPESQILLRVMLKILDTQ----------LVTCRR---DADGEVGGDDVIPRWVPSHLDIRQRNAFSMGSDNANTAG--QVKLTIGYSAEESRLF
Tnigroviridisesyt1b   QPMGSLVISVKSLLAEPQLLTDQWFRLDGALPDSQVLLRAELKILDSK----------MVDM--------------------------ISSGTLPCTAPIWGSGNG--QVEVTLSYSPQERQLM
Gaculeatusesyt1a      QALGSFTIPLREVLFEPGLVLDRWINLDGALPESQILLRATLKVLDTQ----------LALCRRAPGDVGNDGGGEEGLPRWVPSHLDLRHR--FSM-AESTNSAG--QVKLTVGYSVEESRLF
Gaculeatusesyt1b      QPMGSLVIPVNELLAEPHLVLDQWFHLDGATPDSQILLRAELKVLHSK----------MVDM--------------------------IGPGTLPCVA----SGCG--QVKLSLSYALQERHLT
Olatipesesyt1a        QALGSLTLPLKEVLSESGLVLDRWLSLDGALPESQILLRVTLKVLDTQ----------LAVCRSGPVGAANDADEETVFPKWDPSHLDLRRRSRFSVVSDNANTAG--QVKLTIGYSTEENRLF
Olatipesesyt1b        EPMGSLVVPVRELLSEPELVLDRWFHLDGASAYSQILLRAELKILNTK----------MLHL--------------------------IGTEALPCAA----ASAG--QLKMSLTYAPQQKKLV
Drerioesyt1a          QALGSLVLPVRELLEEKDLTIDRWFSLNGAMPESQILLRAELKLLDSK----------LAQCS----DEEDASHVIPSAEPTVAANSELRHRNVPVQGGEDASSTGKAQIKLSISYSSEEHRLI
Drerioesyt1b          QPMGSLVLPIRELLLKPDLLLDQWLSLDGASAQSQILLRAQLKILDSK----------MAAL--------------------------VAMGSGPVLSNKQTATTG--QIQLSMSF---QKKLT
Xtropicalisesyt1      GSLGSLTVPLVDLLKKEDLTMDGWFPLNTSGTYSEVLIRLQMRVLVSP------------SPLKESEVDPKQPTIEDISLNKQSTEGELRQRQQLTNSDMESSASPFGQLCLTLYYPAKDGRLV
Acarolinensisesyt1    -VLGSLSLPLTQLLVAEGLVLDQWFQLNNASPTTQILMRVQLGLLVSQHSGVEAFHAVMGEDNEESSLKGSETELYIQEDGDSRSMQELRQRMPHANSNLELSDSPLGQLHLTVWYNIDARKLI
OanatinusEsyt1        -------------------------------------------------------------------------------------------------XPQRHRLGKLGQVKLTVWYYTEEQKLV
MmusculusEsyt1var1    GTLGSVSLPLSELLQEDQLCLDHWFALS-GQG--QVLMRAQLGILVSQHSGVEA-HSHSYSHSHSSSSLNDEPEALGGPTHPASPVLEVRHRLTHGDSPSEAPVGPLGQVKLTVWYHSDEQKLI
MmusculusEsyt1var2    PNLRPLSGRRVPLFSSGSHTLRAWSCRFGVKGPAPWALYPFLSLSSSRRTS-SAWTTGLHSVVRARC---------------------------------------------------------
HsapiensESYT1var1     GVLGSLSLPLSELLVADQLCLDRWFTLSSGQG--QVLLRAQLGILVSQHSGVEA-HSHSYSHS--SSSLSEEPELSGGPPHITSSAPELRQRLTHVDSPLEAPAGPLGQVKLTLWYYSEERKLV
HsapiensESYT1var2     GVLGSLSLPLSELLVADQLCLDRWFTLSSGQG--QVLLRAQLGILVSQHSGVEA-HSHSYSHS--SSSLSEEPELSGGPPHITSSAPELRQRLTHVDSPLEAPAGPLGQVKLTLWYYSEERKLV

                               |         |         |         |         |         |         |         |         |         |         |
Trubripesesyt1a       ITVHACRALAACSKDGADPYVSFILLPDKKATTKRRTATKKRDLNPEFNERFDFDFSLEESYQRRLDLSVKN-SVSFMSRERELIGKLQLDLEEIDLKACVTQWYDLVAELN----
Trubripesesyt1b       VVVHACRGLLPQSKDAVDSYVSLMLLPDKNKATKKKTAVKKRDQNPEYNERFEYDLPLDELRFRRLSVTVKNNSASF--RSRDVIGQVQIELAQINLVAGVTDWFTLRDDAE----
Tnigroviridisesyt1a   ITVHACRVLAACSKDGADPYVSFILLPDKKATTKRRTATKKRDLNPEFNERFDFDFSLEESLQRRLDLSVKN-SVSFMSRERELIGKLLLDLEEIDLKACLTQWYDLVAELN----
Tnigroviridisesyt1b   VVVHACRGLLPQSKDGVDSYVSLLLLPDKNKATKKKTAVKKRDHNPEYNERFRYDLPPDELRFRRLSVTVKNNSASF--RSRDVIGQVQIELAQVDLTAGVTDWFTLRDDDE----
Gaculeatusesyt1a      ITIHSCRALAACSKDGADPYVSFILLPDKKATTKRRTATKKRDLNPEFNERFDFDFSLEESTQRRLDLSVKN-SVSFMSRERELIGKLQLDLDQIDLKAGITQWYDLVAETN----
Gaculeatusesyt1b      VIVHACRGLLSQSKDGVDSYVSLMLLPDKSKATKRKTAVKKRDLNPEYNERFEYELSVDEMRFKRLILSVKNNSASF--RSRDIIGQVQIELAHVDLVSGVTAWFTLKVEAE----
Olatipesesyt1a        ITVHSCRGLAPRSKDGADPYVSFILLPDKKATTKRRTTTKRKDLNPEFNERFEFDFSLEESTQRKLYLSVKN-SVSFMSREKELIGKLQLDLDQIDLKAGVAQWFDLVAETN----
Olatipesesyt1b        VLVHACRGLLAQSKDGVDSYVSLMLLPDKTKATKRKTAVKKKDLNPEYNERFEFDLPEQEVPFKCLSASVKNNS--F--RGKDVIGQVQVELAQMDLKSGITQWFALSDEAE----
Drerioesyt1a          IKVHACRNLPSSSKEPPDSYISFILLPDKNRNTKKKTSVKKKSLKPEFNEIFEFDMSLEEAKQKHLEVSVKN-SVSFMSREKELLGKLQIDFSPLDLKTGVSQWYDLSHETN----
Drerioesyt1b          LLVHNCRGLVTSSKDSLDTYVSIILLPDKSKATKRKTSVKKKTLNPEFNEKFEFDMSMEEVQRRELSVCVKNASSSFMNRDKDVIGQVQIDLGHIDLISGVTQWFDLKEEQN----
Xtropicalisesyt1      AIVSKGRNLCTSAKEPPDPYLSFVLLPDKSRSTKKKTSVKKRTHNPEFNEKFEWEMSLEEARKRKLEISVKN-SVSFMSREKELLGKVLIDLSDVDLATGQNGWYDVGPENTSV--
Acarolinensisesyt1    AIIHACRNLKSSAKDIPDPYVSLILLPDKSRVTKRKTAVRKKTLNPEFNEKFEWDLTLEEAQRRKLEAYIKN-SISFMSRG-EPIGKVHIDLSQKDLTQGAAQX------------
OanatinusEsyt1        SLVHSCRALRQSGRDTPDPYVSLLLLPDKNRASKRKTSPKKKTLSPEFNERFEWDMSLDEAMRRKLEVSVKS-NVSFMTRERELX-------------------------------
MmusculusEsyt1var1    SIIHSCRALRQNGRDLPDPYVSVLLLPDKNRSTKRKTPQKKRTLNPEFNERFEWDLPLDGTLRRKLDVSVKS-NSSFMSRERELLGKVQLDLAEIDLSQGAAQWYDLMDDRDKGGS
MmusculusEsyt1var2    --------------------------------------------------------------------------------------------------------------------
HsapiensESYT1var1     SIVHGCRSLRQNGRDPPDPYVSLLLLPDKNRGTKRRTSQKKRTLSPEFNERFEWELPLDEAQRRKLDVSVKS-NSSFMSRERELLGKVQLDLAETDLSQGVARWYDLMDNKDKGSS
HsapiensESYT1var2     SIVHGCRSLRQNGRDPPDPYVSLLLLPDKNRGTKRRTSQKKRTLSPEFNERFEWELPLDEAQRRKLDVSVKS-NSSFMSRERELLGKVQLDLAETDLSQGVARWYDLMDNKDKGSS
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