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Tnigroviridisesytla
Tnigroviridisesytlb
Gaculeatusesytla
Gaculeatusesytlb
Olatipesesytla
Olatipesesytlb
Drerioesytla
Drerioesytlb
Xtropicalisesytl
Acarolinensisesytl
OanatinusEsytl
MmusculusEsytlvarl
MmusculusEsytlvar2
HsapiensESYTlvarl
HsapiensESYTlvar2
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Trubripesesytlb
Tnigroviridisesytla
Tnigroviridisesytlb
Gaculeatusesytla
Gaculeatusesytlb
Olatipesesytla
Olatipesesytlb
Drerioesytla
Drerioesytlb
Xtropicalisesytl
Acarolinensisesytl
OanatinusEsytl
MmusculusEsytlvarl
MmusculusEsytlvar2
HsapiensESYTlvarl
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Trubripesesytla
Trubripesesytlb
Tnigroviridisesytla
Tnigroviridisesytlb
Gaculeatusesytla
Gaculeatusesytlb
Olatipesesytla
Olatipesesytlb
Drerioesytla
Drerioesytlb
Xtropicalisesytl
Acarolinensisesytl
OanatinusEsytl
MmusculusEsytlvarl
MmusculusEsytlvar2
HsapiensESYTlvarl
HsapiensESYTlvar?2

Trubripesesytla
Trubripesesytlb
Tnigroviridisesytla
Tnigroviridisesytlb
Gaculeatusesytla
Gaculeatusesytlb
Olatipesesytla
Olatipesesytlb
Drerioesytla
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Xtropicalisesytl
Acarolinensisesytl
OanatinusEsytl
MmusculusEsytlvarl
MmusculusEsytlvar2
HsapiensESYTlvarl
HsapiensESYTlvar2
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_________________ MAAMPAVDAEPVMDGDASFAPPASPSQ---RRPGDRAVTVLWSFGKCLGALLPVYLAGYYGFSISVVLFGLVIFMGWKHSRLDKVMRLKSAMYLLENERTFTTES--
MATMENDKSEAIGTDTADCSGTNDTEKSVQTAAQTEAPKPKGISAVAVLWTFGKCLGALLPVYLAGYYRVSTSLLVCGMMVYTGWKHAREAKEARLKSAIEFLDDEDECTSRQ-—-
_________________ MAAMPAADAERVMDGDAAFAPPAPPSQPPPQRPGDRAVSVLWSFGKCLGALLPVYLAGYYGFSVIVVLFGLIIFMGWKHSRLDKTMRLKSAMYLLENERAFTTES-—-
MVSPQORFLTATMONDKSEPSGSDSADRPGTGDADQRLQTAAQAEAPKPKGISAVAVLWTFGKCLGALLPVYLAGYYRVSTSLLVCGMMVYTGWKHARDAKEARLRSAIQLEDSEDGGASRQ -~
____________________ MRPATAEP----GAGIAAPALPIQ----TPGERALSVLWSFAKCLAALLPVYLAGYYGFSISVVLFGLMIYMGWKHSRLEKVTRLKLSMFLQENEKAFTTQQ-~
____________ MQSDKSEPSEAEGAECVSASDAEKKALRAAGTGGPEPRGISAVAVLWTFGKCLGALLPVYLAGYYRVSTSLLVFGMMVYTGWKHAREAKETRLRSAMQLLDNEEEYMSTK-—-
_____________________________________ MPGADAEVVTAPPAERAVGALWSFAKCLGALLPVYLAGYYGFSISLVLLGLMLYIGWKHGRMEKVMRLKSAMYLLENEREFTTEK--

____________ MQNDKSEPTEPKGAE--GSNPPSDGAEDPV-----KVKGISAVAVLWTFGKCLSALLPVYLAGYYRVSTSLLVFGMMVYTGWKHVREAKEERLRSAMQLLSDGDDYASSR-~-
_______________ MQKSPMSVDDAGP----NAGAAPEAADAAPTTDSAGKHAVSVLWSFGKCVGAFLPVYLAGYFGFSISVVLLGLLVYIGWKHSRDGKKARLQSAMYFLENEQDVTTTR--
____________ MSHVDSETTNDSQKITEPAQDSSSGEMDV-----PKTKLFDAKAILWTFGKCLTALLPVYLAGYYRMSTSLVVFGMMVYAGWKHTREAKEARLRSAIQLVNDEQEYVSSK--

————————————————————————————————— MSDTERQSIPVP---TSGSDLVPLLLSMGKKLLLLLPIYLCGYLGMSIFFVIAGLFLYLGWKGSRENKLSRLRSAQEALEKEVAVTAST--
MERSQAKGGGPTMEGSPGKEGDPSPPDPVP---PAPVSRRLPGGL---GSA-EALAALGAMGRRLLWLLPVYLAGRAGLSVGFVVAGVALYLGWRGRRRSKEQSLRAAGLVLGDEEAAVSATAL
————————————————————————————————————————————————————————————————————————————————————————— XYLGWRRVRGGKERSLRAARRLLDDEERITAQT -~
MEHSPEEGASP---—--—-=-—--— EPSGQPPATDSTRDGGSGVPPAGP---GAASEALAVLTSFGRRLLVLVPVYLAGAAGLSVGFVLFGLALYLGWRRVRDGKERSLRAARQLLDDEERITAET -~
MEHSPEEGASP---=-=-——-—-=-- EPSGQPPATDSTRDGGSGVPPAGP---GAASEALAVLTSFGRRLLVLVPVYLAGAAGLSVGFVLFGLALYLGWRRVRDGKERSLRAARQLLDDEERITAET-~-
MERSPGEGPSPSPMDQPSAPSDPTDQPPAAHAKPDPGSGGQPAGP---GAAGEALAVLTSFGRRLLVLIPVYLAGAVGLSVGFVLFGLALYLGWRRVRDEKERSLRAARQLLDDEEQLTAKT--
MERSPGEGPSPSPMDQPSAPSDPTDQPPAAHAKPDPGSGGQPAGP---GAAGEALAVLTSFGRRLLVLIPVYLAGAVGLSVGFVLFGLALYLGWRRVRDEKERSLRAARQLLDDEEQLTAKT -~
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-—--VFRAKRDLPPWVNFPDVEKVEWVNK[IIQOAWPFIGQYLEKLLVETIAPAIRASSIHLOTLSFTKVDIGEKAVKVVGVKAHTEQDRROQVILDLYLSYAGDVEINVEIKKYFCKAGVKGVQILH
---MSRIKRELPAWVNFPDVEKVEWLNKNVLQOQVWPFVGQYLEKLLMETIAPSIRASSTHLOQTFGFTKVDMGDKJAMKVVGIKAHTENDKGQVLLDLYI|SYVGNVEINVEVKRYFCKAGVKGIQ|LH
---VLRAKRDLPPW[VNFPDVEKVEWVNKIIQQAWPFIGQYLEKLLVETIAPAIRASSIHLOQTLSFTKVDIGDKAVKVVGVKAHTEQDRRQVMLDLYLSYAGDVEINVEIKKYFCKAGVKGVQILH
---MSRIKRELPAWVNFPDVEKVEWLNKNLQOVWPFVGOQYLEKLLVETIAPSIRASSTHLOTFGFTKVDMGDKAMKVVGIKAHTENDKGQVLLDLYI|SFVGNVEINVEVKRYFCKAGVKGMQ|LH
--—-AFRTKRDLPP DFPDVEKVEWLNKILQOAWPFIGOQYLEKLLVETIAPAIRMSSIHLQTLSFTKVNIGDKALKVVGVKAHTENDKRQVMLDLYLSYAGDVEVNVEIKKYFCKAGVKGVQILH
---AFRGKRGLPAW[VSFPDVEKVEWLNKVMHQVWPFVGQYLEKLLVETIAPSIRAQNAHLOQTLSFTKVDMGDKAMKVVGIKAHTENDKGQVLLDLYISYVGNVEINVEVKRYFCKAGVKGIQLH
-—--VFRAKRDLPPWVNFPDVEKVEWVNK[ILOQOAWPFIGOQYLEKLLVETIAPAIRTSSIHLOTLSFTKVNIGDKALKVVGVKAHTEHDKKQVMLDLYL{SYAGDVEINVEIKKYFCKAGVKGVQILY
-—--LSKIKRDLPAWVNFPDVEKVEWLNKNVLQOQVWPFVGQYLEKLLVETIAPSIRASTTHLOQTFNFTKVDMGDKJAMKVVGIKAHTENDKGQVLLDLYI|SYVGNVEINVEVKRYFCKAGVKGIQ|LH
---VFRSKRDLPAW[VNFPDVEKVEWINKILQQAWPFVGQYLEKLLVETIAPSIRATSAHLOQTLSFTKVDLGDRAMKVVGVKAYTEFDRRQVILDLYISYAGDVEINVEVKKYFCKAGVKGIQILH
---SFRSKRDLPSWVNFPDVEKVEWLNKNVIHQAWPFIGQYLEKLLTETIAPAIRGSSAHLOQTLSFTKIDFGGKPMKVVGVKAHTENDKGQILLDVYI|SYVGDVEINVEVKRYFCKAGVKGIQ|LH
---MFMNKRELPS SFPDTEKAEFLNKEIVAQMWPFIGOQYLEKLLTDSIAPTIRASNTHLSTFYFTKINVGEKAPKVTGVKAHTEFDKKQIILDLHLYSYVGDIEVNVEVKKYFCKAGIKGMQILH
GRSLGQSQSQLPAW[VSFPDVEKAEWLNK[ILAQAWPFFGOQYMEKLLVENIAPSIRASNTHLOQTFTFSKIDMGEKPLRVIGVKVHTGLNKKQILLDLNISYAGDVQIDVEVKKFFCKAGVKGMOQ|LH
---LHLSHRELPAWGTFPDVEKVEWLNK[IVAQIWPFLGOQYMEKMLAETVAPIVRASNPHLOTFTFTRVELGEKPLRILGVKVHTGQSKNQILLDLNI|SYVGDLQIDVEVKKYFCKAGVKGMQ|LH
---LYMSHRELPAWVSFPDVEKAEWLNK[IVAQVWPFLGOQYMEKLLAETVAPAVRGANPHLOQTFTFTRVELGEKPLRIIGVKVHPSQRKDQILLDLNV|SYVGDVQIDVEVKKYFCKAGVKGMQ|LH
---LYMSHRELPAW[VSFPDVEKAEWLNKIVAQVWPFLGQYMEKLLAETVAPAVRGANPHLQTFTFTRVELGEKPLRIIGVKVHPSQRKDQILLDLNV/[SYVGDVQIDVEVKKYFCKAGVKGMOQILH
---LYMSHRELPAWVSFPDVEKAEWLNK[IVAQVWPFLGOQYMEKLLAETVAPAVRGSNPHLOTFTFTRVELGEKPLRIIGVKVHPGQRKEQILLDLNI|SYVGDVQIDVEVKKYFCKAGVKGMQ|LH
---LYMSHRELPAWVSFPDVEKAEWLNK[IVAQVWPFLGQYMEKLLAETVAPAVRGSNPHLOQTFTFTRVELGEKPLRIIGVKVHPGQRKEQILLDLNI|[SYVGDVQIDVEVKKYFCKAGVKGMQ|LH

GKLRVILEPLIGNIPLVGAVTMFFIRR
GMMRVILEPLIGDVPIAGAVSMFFIKR
GKLRVILEPLIGNIPLVGAVTMFFIRR
GMMRVILEPLIGDVPIVGAVSMFFIKR
GKLRVILEPLIGDVPLVGAITMFFIRR
GMMRVILEPLIGDVPIVGAVTMFFIQR
GKLRVILEPLIGDVPLVGAITMFFIRR
GMMRVILEPLIGDVPIVGAVTMFFIRR
GKLRVILEPLIGDVPLVGAITMFFIRR
GMMRVILEPLISDVPIVGAVTMFFIQR
GMLRVILEPLIGDVPIVGAMTLFFIRR
GMLRVILEPLIGNVPIVGALTMFFIRR
GVLRLILEPLLGDLPIVGAVSMFFIRR
GVLRVILEPLTGDLPIVGAVSMFFIKR
GVLRVILEPLTGDLPIVGAVSMFFIKR
GVLRVILEPLIGDLPFVGAVSMFFIRR
GVLRVILEPLIGDLPFVGAVSMFFIRR

GTQIFTSHHIDSNLNPQWREMYE
GPQHFTSKHMDNTDSPKWNETYE
GTQIFTSHHIDSNLNPQWREMYE
GPOQHFTSKHVDNTNSPKWNETYE
GTQIFTSHHVDSNLNPQWREMYE
GPQTFTSKHVDNTDSPKWQEIYE
GTQIFTSHHVDSNLNPQWREMYE
GPOQTFTSKHIDNTDCPKWGEMYE
GTQIFTSHHVDNNLNPQWREMYE
GPOQTFKSHHLDNTLSPKWGEVYE
GTQVFNSQIINENLNPVWNEMYE
GTQVFTSKVIDENLNPKWNEMYE
GTQVFCSRVVDNDLNPQWGETYE
GTQTFCSRVIDEELNPHWGETYE
GTQTFCSRVIDEELNPHWGETYE
GTQTFCSRVIDEELNPQWGETYE
GTQTFCSRVIDEELNPQWGETYE
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KLDINWTGLTNLLDIPGL|SAMSDTMIMDAIASQLVLPNRLTVPLVADLH-VAQLRSPLPR|
RLDINWTGLTNLLDIPGLNVMSDSMIMDAIASCLVLPNRLVVPLVQGLH-LAQLRSPLPR|
KLDINWTGLTNLLDIPGLISAMSDTMIMDAIASQLVLPNRLTVPLVADLP-VAQLRSPLPR|

KLDINWTGLTNLLDIPGIL
KLDINWTGLTNLLDIPGL)
KLDINWTGLTNMLDIPGL)
KLDINWTGLTNLFDIPGYV]
KLDINWTGLTNLFDIPGV]
KLDINWTGMTNLLDIPGL)
KLTINWTGLTNLLDIPGIL
VLDINWTGLTNLLDIPGL)

VMSDSMIMDAIASCLVLPNRLVVPLVQGLH-VAQLRSPLPR|
AISDTMIMDAIASHLVLPNRLTIPLVADLH-VAQLRSPLPR]
VKSDSMIMDAIASFLVLPNRLVIPLVPGLH-VAQLRSPLPR]
SMSDTMIMDAIASHLVLPNRLTIPLVANLH-VAQLRSPLPR|
AKSDSMIMDAIASFLVLPNRLVVPLVPDLH-LAQLRCPLPR]
AMSDTMIMDAIASFLVLPNRLTVPLVANLH-VAQLRSPLPR]
VMSDTMIMDAIASFLVLPNRLTVPLVADLP-VAQLRCPLPR]
LMSDTMVMDIISGFLVLPNRLAIPLASNLH-VAELRSPLPR]|

TLDINWTGMTNLLDIPGLISSLSDTMIMDSIASFLVLPNRLLIPLVPDLHEAAQLRSPIPR]
MLDINWTGMTNLLDIPGLISALSDSMIMDSIAAFLVLPNRLLVPLVPDLQEVAQLRSPLPR|
TLDINWTGMTNLLDIPGLISSLSDTMIMDSIAAFLVLPNRLLVPLVPDLQDVAQLRSPLPR]
TLDINWTGMTNLLDIPGLISSLSDTMIMDSIAAFLVLPNRLLVPLVPDLQDVAQLRSPLPR]
TLDINWTGMTNLLDIPGLISSLSDTMIMDSIAAFLVLPNRLLVPLVPDLQDVAQLRSPLPR]
TLDINWTGMTNLLDIPGLISSLSDTMIMDSIAAFLVLPNRLLVPLVPDLQDVAQLRSPLPR]
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IVHEVPGQELEVEVFDKDPDQDDFLG
IVHEVPGQELEVEVYDKDTDQDDFLG
IVHEVPGQELEVEVFDKDPDQDDFLG
IVHEVPGQELEVEVYDKDPDQDDFLG
IVHEVPGQELEVEVFDKDPDQDDFLG
IVHEVPGQELEVEVYDKDTDQDDFLG
IVHEVPGQELEVEVFDKDPDQDDFLG
IVHEVPGQELEVEVYDKDRDQDDFLG
IVHEVPGQELELEVFDKDPDQDDFLG
VVHEVPGQELEVEVFDKDPDHDDFLG
IVHEVPGQELEVELFDKDPDQDDFLG
IVHEVPGQELEVELFDKDPDQDDFLG
IVHEVPGQEIEVEVFDKDPDKDDFLG
IVHEVPGQEIEVEVFDKDPDKDDFLG
MVHEVPGQEIEVEVFDKDPDKDDFLG
MVHEVPGQEIEVEVFDKDPDKDDFLG

VKVDLDIVKKARVVD
TTLDLGIVKKSIVVD
VKVDLDIVKKARVVD
TTLDLGTVKKSIVVD
VKVDLDIVKKARVVD
TKLDLGIVKKSIVVD
VKVDLDIVRKARIVD
TKLDLGVVKNSIVVD
MKLDLGIVKKAVLLD
TKLDLGIVKKSKIVD
MKIDLGEVKQHGSLD
MKLDFGEVMQARVLE

MKLDVGKVLQAGVLD
MKLDVGKVLQAGVLD
MKLDVGKVLQASVLD
MKLDVGKVLQASVLD

WFNLKDVPSGSVHLRLEWLSLLSSAERLSE
[WFALKDTESGRVHFRLEWLSLLPSTERLEQ
WFNLKDVPSGSVHLRLEWLSLLSSAERLSE
[WFTLKDTESGRVHFRLEWLSLLPGTDHLEQ
WFNLRDVQTGSVHLRLEWLSLLSSADRLSE
WFNLKETPSGRVHFRLEWLALLPGTDRLEQ
WFNLKDVPSGSIHLRLEWLSLLSSADRLSE
[WFTLKESSSGRIHFRLEWLSLLPNTDKLEQ
WYTLKDAASGQVHLRLEWLSLLPSAERLSE
WFNLKDTQTGRVHLKLEWLTLETHTERLKE
WFPLSDTKSGRLHLRLEWLTLMSNASQLKK
WFPLODGGRARVHLRLEWHTLMSDTSKLDQ
[WFPLQ-GGPGQVHLRLEWLTLLPDTDKLDQ
WYPLO-GGQGQVHLRLEWLSLLPDAEKLDQ
WYPLQO-GGQGQVHLRLEWLSLLPDAEKLDQ
WFPLQ-GGQGQVHLRLEWLSLLSDAEKLEQ
WFPLQO-GGQGQVHLRLEWLSLLSDAEKLEQ

VVRIHLLEAEDLTAKDTVIKGLIDGKSDPYAVLRV
VVRIYLLEAQNLEAKDSYVKGVMAGLSDPYAITRV
VVRIHLLEAEDLTAKDTVIKGLIDGKSDPYAVLRV
VVRIYLLEAQNLAAKDNYVKGVMAGLSDPYAIMRV
VVRIHLLEAEDLTAKDTVIKGLIDGKSDPYAVLRV
VVRIHLLEAQNIVAKDNYMKGVMAGLSDPYAILRV
VVRIHLLEAEDLTAKDTVIKGLIDGKSDPYAVIRV
VVRIHLLEAQNLPAKDHNVKGVMAGLSDPYAVLRV
IVRIHLLEAENLPAKDNYMKGVISGKSDPYAVLRV
VVRIHLLEADNLAAKDNYVKGVMAGMSDPYAIVRV
IVRIHLLEARDLSAKDIQLKGLLAGKSDPYAIVRV
IVRVYLMEAKDLQSKDKYIKGMIEGKSDPYAVVRV
IVRVHLLAARALGSKDTFVRGLIEGKSDPYALVRV
IIRIHLLAARGLSSKDKYVKGLIEGKSDPYALVRV
IIRIHLLAARGLSSKDKYVKGLIEGKSDPYALVRV
IIRIHLLAARGLSSKDKYVKGLIEGKSDPYALVRL
IIRIHLLAARGLSSKDKYVKGLIEGKSDPYALVRL

IQOKNQNLT--SKTEDPPSAAILAIYL
LKRNESIT--SNAGDPPSSAILVVYL
IQKNQNLT--SKTDDPPSPAILAVYL
LKRNESIT--SKAGDPPSSAILVVYV
IQKNQNLT--TKTADPPSAAILAVYL
LKRNESVT--SKTADPPSSAILVIYL
IQKNQNLT--TKTSDPPSAAILAIYL
LKKSKAVT--GKNLEPLSSAVLVVYL
LERNQNITVPSKTADPPSAAVLTVYL
LKRNESVV--SKAAEPPSAAILAVYL
LEINREIT--AKTQEEPSAAILIVYL
LOWNKTLS--TKP-EPPSAAILVVYL
LOWNRGV---SSRPDPPSAAILVVYL
LOWNRGIT--SRP-EPPSAAILVVYL
LOWNRGIT--SRP-EPPSAAILVVYL
LOWNWGVS--SRP-DPPSAAILVVYL
LOWNWGVS--SRP-DPPSAAILVVYL



Trubripesesytla
Trubripesesytlb
Tnigroviridisesytla
Tnigroviridisesytlb
Gaculeatusesytla
Gaculeatusesytlb
Olatipesesytla
Olatipesesytlb
Drerioesytla
Drerioesytlb
Xtropicalisesytl
Acarolinensisesytl
OanatinusEsytl
MmusculusEsytlvarl
MmusculusEsytlvar2
HsapiensESYTlvarl
HsapiensESYTlvar2

Trubripesesytla
Trubripesesytlb
Tnigroviridisesytla
Tnigroviridisesytlb
Gaculeatusesytla
Gaculeatusesytlb
Olatipesesytla
Olatipesesytlb
Drerioesytla
Drerioesytlb
Xtropicalisesytl
Acarolinensisesytl
OanatinusEsytl
MmusculusEsytlvarl
MmusculusEsytlvar2
HsapiensESYTlvarl
HsapiensESYTlvar2

Trubripesesytlb
Tnigroviridisesytlb
Gaculeatusesytlb
Olatipesesytlb
Drerioesytlb

Trubripesesytlb
Tnigroviridisesytlb
Gaculeatusesytlb
Olatipesesytlb
Drerioesytlb

Trubripesesytlb
Tnigroviridisesytlb
Gaculeatusesytlb
Olatipesesytlb
Drerioesytlb

Trubripesesytlb
Tnigroviridisesytlb
Gaculeatusesytlb
Olatipesesytlb
Drerioesytlb

Trubripesesytlb
Tnigroviridisesytlb
Gaculeatusesytlb
Olatipesesytlb
Drerioesytlb

Trubripesesytlb
Tnigroviridisesytlb
Gaculeatusesytlb
Olatipesesytlb
Drerioesytlb
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—————————— MRKGNKDPSPMVQISIQDTTRESKTCYGTNSPIWSDAFTFFIQDPSKQDIDIQVKDDDRALSLGTLTIPLMRLLGSPELTMDOWFQLENSGSASRIYVKIVLRVLWL
—————————— MKKGNQEPNPIVHLSVQODTKRESKICYTTTSPEWEEAFTFFIQDPHKQDIDIQVKDADRVQALGSLTIPLSRLLSTPDLSLDOQWFQLDKAGSASRIYIKAVLRVLWL
---------- MRKGNKDPSPIVQISIQODTTRESKTCYGTNNPIWSDAFTFFIQDPRKODLDIQVKDDDRSLSLGTLTIPLMRLLGSPELTMDOWFQLENSGSASRIYIKIVLRIILWL
__________ TKKGNKEPNPLVQLSVQDTKRESK-----=-=--—----eeeem e e === —————-RGGSADRVQGLGSLTIPLSRLLSTSDLSLDOQWFQLDKSGSASRIYVKAVLRVLWL
—————————— MRKGNKDPSPMVQISIQDATKESKTCYGTNGPVWEDAFTFFIQDPSKQDIDIQVKDDDRALSLGSLSIPLSRLLAAPELTMDOQWFQLENSGSASRIYIKIVLRVLWL
-MKKGNKQPDPIVQLSVODITRESKITCYTTINPEWEEAFTFFIQDPRKQDIDI KDADRVQTLGSLTIPLSRLLSNSNLSLDOQWFQLDNSGSASRIYINTVLRVLWL
-MRKGSKFPSPMAQISIQDTTKESKTCYGSNSPVWEEAFTFFIQDPHKQDIDIQVKDDDHSVPLGSLTIPLNRLLETSDLTLDOQWFHLENSGTASRIYAKIVLR[ILWL
—-MTKGNKEPNPTVHISVQDTKRESKTCYTTIDPEWEQAFTFFIQDPHKQDIDFQVKDVDSKQLLGSLRIPLPRILEESSLSLDOQWFQLENSGPASRIYVNAVLRVLWL
-FKKGNKDPSPMVQISVODTTKESRTVYGTNNPAWEDAFTFFIQDPRKODIDIQVKDDDRALTLGSLYIPMSRLLSSPELTMDOWFQLEKSGPASRIYITAMLRVLWL
-MKKGNKDPNPIVQISVONATRDSRICWNTVNPQWEDAFTFFIRDPNNQDISVQVKDNDRVQLLGKMSIPASRLLSHPDLSMDEWYNLENSGPKSRIHINTVLRVLWL
—————————— LKKNVKEPSPMVQLSIQDMTRESKTVPSSSSPVWEEPFRFFLRDPNIQDLDIQVKDDDRQYSLGSLSVPLSRILSADDLTLDOQWFQLENSGSRSRIYMKLVMRILHL
---------- LKKSSKEPNPMVQLSVHDVTRESKVVYNTVSPIWDDAFRFFLODPTAEDIDIQVKDDNRQTTLGSLTIHLSRLLNADDLTLDOQWFQLENSGPNSRIYMKVVMR[ILYL
—————————— LKKGNKEPNPMVQLSVQDVTQESKATYNTNSPVWEEAFRFFLODPNSQDLDIQVKDDTRQLALGSLTLPLSRLLSAPDLTLDOQWFQLSSSGPASRLYMKLVMRILYL
—————————— LKKGNKEPNPMVQLSVQDVTRESKATYSTNSPVWEEAFRFFLODPRSQELDVQVKDDSRALTLGALTLPLARLLTASELTLDOQWFQLSSSGPNSRLYMKLVMRILYL
---------- LKKGNKEPNPMVQLSVQODVTRESKATYSTNSPVWEEAFRFFLODPRSQELDVQIVKDDSRALTLGALTLPLARLLTASELTLDOQWFQLSSSGPNSRLYMKLVMRILYL
—————————— LKKGNKEPNPMVQLSIQDVTQESKAVYSTNCPVWEEAFRFFLODPQSQELDVQVKDDSRALTLGALTLPLARLLTAPELILDOQWFQLSSSGPNSRLYMKLVMRILYL
DRAQDLPMVTSELYPPQLKKGNKEPNPMVQLSIQDVTQESKAVYSTNCPVWEEAFRFFLODPQSQELDVQVKDDSRALTLGALTLPLARLLTAPELILDQWFQLSSSGPNSRLYMKLVMRILYL
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SDEATPTTPSPRPSASGNQGGQSIFPSNONTMGSSGLGKPLLTRPQHTSPDPEFATE
DEER------- e e e ISSNTASNLEA-GLSKELPHQTSPHPSFATEGLLRIHLLAGONLIPKDNLMGGMVKGKSDPYVKINVGGETFTSQVVKGNLNPTWNEMYEVILTQLPG
SDEASPTAPSPRPSAPGNQGFQSVFPSTLNSQGSSGSGKAPPSRPQHTSPDPEFATE
DEER--=---- e e m = VSSNVASDLEA-GVSKQLPQQTSPHPSFATEGLLRIHLLAGONLIPKDNFMGGMVKGKSDPYVKINIGGETFTSQVIKGNLNPTWNEMYENVILTQLPG
NDDATPTTPSPRPLAPGPGLGQGGITSEMNPMGPGGLAKPQSTRPQHTTPDAEFATE
DEER-=——=————-mm e m e — - — VATDVSSTLES-GMSRQLPQQTSPHSSFATEGLLRIHLLAGTNLVPKDNLMGGMVKGKSDPYVKINIGGETFVSRVIKSNLNPVWNEMYENVILTKLPG
SDDVTPTTPSPRPSGSGSEVGQGGITSDLSPAGPGGLNKPQPTQPQHTTPDPEFATE
DEEN------- e e e e IKSDVSSGVAA-AMQKPLPQKSSPHPSFATEGLLRIHLLAGONLVPKDNWIGSMLKGKSDPYVKISIGGETFTSQTIKENLNPTWNEMYEVILTQLPG
NEDAILT--SPVSPIPGEGYGETEVSSGATKV—-===--- TATPKRPEHTSPDSNFASE
DEAA--=-memmrm e c e VTASLLSSGPL-SKSSR-PEKTTPHSSFATEGLLRIHLVEGONLVAKDNLMGGMVKGKSDPYVKIQIGGETFKSHVIKENLNPTWNEMYEVVLTELPG
DPSNTLVNADP-=-—-=—-—— ESIIAEEA---—--—-—-—-— GSSVDKPPRPNQTTFPEKFATE
DAPEVCIKTRPCPPGQLDV-IESANL-=-=-===—--- GSSVDQPPRPTKASPDAEFGTE
DTSSVHFPLTPSSPGTTETSGESFHP--—=—=——— GSSVDHPPRPTHTSPDGHFGTE
DYSEIRFPTVPG---AQDWDRESLET--—-=—=——— GSSVDAPPRPYHTTPNSHFGTE
DYSEIRFPTVP---GAQDWDRESLET-—-=-—---— --GSSVDAPPRPYHTTPNSHFGTE
DSSEICFPTVPGCPGAWDVDSENPQR-=-—-—-— --GSSVDAPPRPCHTTPDSQFGTE
DSSEICFPTVPGCPGAWDVDSENPQR-=-==—=——— GSSVDAPPRPCHTTPDSQFGTE
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QELHLEVFDYDMDMKDDFMGRLKIGLKDIIDSQYTDQWFSLNDVKSGRVHLTLEWVPTASEARSLDQVLQFHSRQSFONKAVPSAALLFVLVEQANDLHLKKSGKEPKVGAEVTLGKLSQKTT]
QELHLEVFDYDMDMKDDFMGRLKISLKDIIDSQYNDQWFSLNDVKSGRVHLTLEWVPTVSESQFLDQVLQFYSKQSFQNKAVPSAGLLFVLVEQANGLHLKKSGKEPKVGAEITLGKLSHKTT|
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SEAFHFLVHKPKEEMLIVK[LSSAWDQPMGSLVVPVKELLSEPQLVLDKWLHLDGASPESEILLRAELK LDTRMTDVPK—PSAAASKKEWSEPQKEPEAAHPDLSTEKPDPRKPADVQTTL VT
SEAFHFLVHKPTEEILIIKLSSAFEQPLGSLVLPIRELLSKTDLLMDQWLSLDGAAADSQILLRAQLK QTTHAIEEQHTPSTPKTHMPTEbLSKAPDSTTNIAEHKESAHKDPQHLDKAT PS

DMGDLAHATVMGLPAETVGPAEVPDVRAAGEVLPQHTAPGLEFGKE
DLSNLAHATVTGLPAETVGPAEIPQ---AGEVLPRRTAPGLNFGKE
GLGNLAQATVTSLPADTVGPADDTEIPNARETLQPHTTPQKHFGEE
TMEDLAQSTFSGLPTDKKPSAKVSEIPKAETALQSRTTPPRDFGKE
HKSSSPSV-==—-----——- PAEETKVTSSTDTRPQKTSHNSNFGTK
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GVLRIHLVEAQNLIAKDNFMGGMVKGKSDPYVKIRVAGITFRSHTIKENLNPTWNELYEVILTQLPGQEIQFELFDKDIDQDDFLGRFKLNLREIISAQF
GLLRIHLLEAQHLVAKDNLMGGMVKGKSDPYVKINIGGVTFKSHVIKENLNPTWKEMYE[LVLSEHSVQEIKVEAFDKDLDADDFLGRFSIKLNEVIRSQY
GVLRIHLVEAQNLIAKDNFMGGMVKGKSDPYVKIKVAGITFRSHTIKENLNPVWNELYEVILTQLPGQEIQFELFDKDIDQDDFLGRFKLSLRDIINGQF
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HVLRIHVLEAQDLIAKDRFLGGLVKGKSDPYVKLKLAGRSFRSHVVREDLNPRWNEVFENIVTSVPGQELEVEVFDKDLDKDDFLGRCKVRLTTVLNSGF
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IDTWYTLNDVKSGRVHLELEWLPRVADLPRLEQILOYQSQQSYHNKLVPSSALLFVYVERAHGLP[LKKNGKEPKVGAEITLKGVSHRTKICERSTSPRWDEAFHFLVRDPRDETLSVKLSHSWG
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TDQWFTLKDVKSGQVHVILEWVPTVSSSIRLDQVMOLESLQSYQONKAVPSAALLFVYIQAAQSLPLKKSGKEPRAGAELVLGEASSKTK[LCDRSANPQWNESFHFVVRDPKRQTLIVEK|LSSGWD
TDOQWYTLNDVKTGRIHLVLEWVPKISDPIRLEQILOQYNYRQSYLNKIVPSAALLFVYIERAHGLPLKKSGKEPKAGAEVSLKNVSYRTKNVVNRSTSPQWDEALHFLIHNPTEDTLIVKVSHSWG
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IDEWLPLEKVKSGKLHVKLECLSLLADSSQIDQVLMMNSLNQPAHSDNFSAALLYVFIERANGLOMRKGDKNPSPSAELKIRKDIYKTKVAQNTNAPAWEESFVFLLKTPHSEELELMIRDEGK
VDEWLPLEDVKSGRLHVKLECLPPTYSAAELE LIVNSLIQTPKSEELSSALLSVFLDRAADLPMRKGSKPPSPFVSLSVRGISYKTKNSSQTADPVWDEAFSFLIKKPHAESLELQVKDDGH
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LDEWLTLEDVPSGRLHLRLERLTPRPTAAELE LOVNSLIQTQKSSELAAALLSVFLERAEDLP[LRKGTKPPSPYATITVGETSHKTKVGGD--APLLRTGGRRLOQDPVPASHPNPSVSNRLS
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LDEWLTLEDVPSGRLHLRLERLTPRPTAAELE LOVNSLIQTQKSAELAAALLSIYMERAEDLP[LRKGTKHLSPYATLTVGDSSHKTK[TISQTSAPVWDESASFLIRKPHTESLELQIVRGEGT
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GVLGSLSLPLSELLVADQLCLDRWFTLSSGQG--QVLLRAQLGILVSQHSGVEA-HSHSYSHS--SSSLSEEPELSGGPPHITSSAPELRQRLTHVDSPLEAPAGPLGQVKLTLWYYSEERKLV
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ITVHACRALAACSKDGADPYVSFILLPDKKATTKRRTATKKRDLNPEFNERFDFDFSLEESYQRRLDLSVKN-SVSFMSRERELIGK[LOLDLEEIDLKACVTQWYDLVAELN-~-
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VVVHACRRGLLPQSKDGVDSYVSLLLLPDKNKATKKKTAVKKRDHNPEYNE
ITIHSCRALAACSKDGADPYVSFILLPDKKATTKRRTATKKRDLNPEFNE
VIVHACRGLLSQSKDGVDSYVSLMLLPDKSKATKRKTAVKKRDLNPEYNE
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VLVHACRGLLAQSKDGVDSYVSLMLLPDKTKATKRKTAVKKKDLNPEYNE
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