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TadhaerensSyt1          ---------------------------------------------------------------------------------------------------------MVSTTSSIYQTTTSTGHLPQWLKNFPLPLPAIIAIAVA

NvectensisSyt1          ---------------------------------------------------------------------------------------------------------------------MVRPTLNLDVTKPTLPIWIIAVVGIG

CapitellaSyt1var1       -----------------------------------------------------MIDHEMLGRFRRAAESGAADPADAAPAAADAAAASPNEGTPATGGERDAGTSSPDGGSTNLENLKNKLVEQLEKL--PIPMWAIIAIAIV

CapitellaSyt1var2       -----------------------------------------------------MIDHEMLGRFRRAAESGAADPADAAPAAADAAAASPNEGTPATGGERDAGTSSPDGGSTNLENLKNKLVEQLEKL--PIPMWAIIAIAIV

HrobustaSyt1a           -----------------------------------------------------------------------------------------------------------------------------------XPPWGTVCIGIL

HrobustaSyt1b           -----------------------------------------------------------------------------------------------------------------------------------------------

HrobustaSyt1c           -----------------------------------------------------------------------------------------------------------------------------------------------

HrobustaSyt1d           -----------------------------------------------------------------------------------------------------------------------------------XAPWIIVTGVCG

HrobustaSyt1e           -------------------------------------------------------------------------------------------------------------------------------XNMETPYTWALVSTIL

LgiganteaSyt1var1       ---------------------------------------------------MPILHMDHMHRLRRAAEQ-------AVNAAAKAVTQPPADDGVTSADE------TTTAGQTNFDKIKDKFMEQIEK----LPIWAIILICAG

LgiganteaSyt1var2       ---------------------------------------------------MPILHMDHMHRLRRAAEQ-------AVNAAAKAVTQPPADDGVTSADE------TTTAGQTNFDKIKDKFMEQIEK----LPIWAIILICAG

CsavignyiSyt1           -----------------------------------------------------------------------------MRLDRRLVKRAGEDPT--STDNAVLGTTTQPPAASPDDTPADVLKGAIDNIYSKLPSWAWILIAIG

CintestinalisSyt1       -----------------------------------------------------------------------------MSLFRKLVKRAEDSSTDPTSDAADAPTTTQPPAPG-GDTPEDVLKGAIDNIYSKLPSWAWILIAIG

SpurpuratusSyt1var1     -----------------------------------------------------------------MGDQEVSQA--AVPNESAAAPPAPTEAAADGGGGGGIGGAFANAGT----NMKNKISDVMDKI--PLPTWAVVAIAIV

SpurpuratusSyt1var2     -----------------------------------------------------------------MGDQEVSQA--AVPNESAAAPPAPTEAAADGGGGGGIGGAFANAGT----NMKNKISDVMDKI--PLPTWAVVAIAIV

BfloridaeSyt1a          MPSFHHLVRRQGPAQAAPPPPVAQVPPAGQVPPAGQVPPRPQGYQQYPPQGYPQYPPQEYYPPRYPYPPNPYQPA-GPGVPGQGFAPNAAAAIGTTVAALINGTAAPTPPLTGAKGFEHKMEELFKKI--PLPMWAIYTIAAV

BfloridaeSyt1bvar1      ---------------------------------------------------------------------------------------MATPAAAPAVVTTNAPATNGTVITGLFNTAVQKLKEL------PIPFWAVIAIGVV

BfloridaeSyt1bvar2      ---------------------------------------------------------------------------------------MATPAAAPAVVTTNAPATNGTVITGLFNTAVQKLKEL------PIPFWAVIAIGVV

BfloridaeSyt1bvar3      ---------------------------------------------------------------------------------------MATPAAAPAVVTTNAPATNGTVITGLFNTAVQKLKEL------PIPFWAVIAIGVV

IscapularisSyt1         -----------------------------------------------------------------------------------------------------------------------------------XPPWGIVMILIA

DpulexSyt1var1          --------MVPDTAGCRDSPLDHEKKYNNNKKGIMHTGLQWASDVRWHDGRLILRRMCNQLGVSPCTTAVDDNSSSQSDGCLICLFTIAGAAAGATAESEPPAPPTKSTADEMSEMAKEQLAKIAKEM--GMPVWALYCIGIV

DpulexSyt1var2          --------MVPDTAGCRDSPLDHEKKYNNNKKGIMHTGLQWASDVRWHDGRLILRRMCNQLGVSPCTTAVDDNSSSQSDGCLICLFTIAGAAAGATAESEPPAPPTKSTADEMSEMAKEQLAKIAKEM--GMPVWALYCIGIV

ApisumSyt1              -----------------------MAPVDKSTDGSDSADKSGTSPPSLAIGENKTIGGTSAQGLDQSARQGTPVLDGTGYAETTMS-SKLENADVLKTKLSEKDLRTPSIP-FITSTPNTLTPTDSSEM----PPWASWSIIIA

TcastaneumSyt1          ----------------------------------------MSQSILRLLKREA---SNIAASTGNSTTNIT-LPAVSSGGTVPETVVKLEGSTTE-FSTTPPDVTTTGPA--LKDRAMEMAEVVAEKT--GMKPWMVITIVIA

NvitripennisSyt1        ----------------------------------------MPSLVKRQAPKPSEETPPISTTVSSQPLNLTTIRSVTNVDETAGSVAKIDNELVEAVMTTETESITTTTAKSLEEKMGKSVEKLAAEA--GLPTWGLVAILIA

AmelliferaSyt1          ---------------------------------------------------------------------------------------------MEIKEATEAEVVTENAGKNFETQMENLGKEIAEEM--GIPTWGLVAILIA

AgambiaeSyt1var1        -----------------------------------------MAPNSRLWKREAEVESDAAKLADVASTLATKIFGHKQKHHTTTTESELDAEENEDFSTATP---TKGEAEKLGDKAAEMTEALAHEM--GIPTWGLVSIIIV

AgambiaeSyt1var2        -----------------------------------------MAPNSRLWKREAEVESDAAKLADVASTLATKIFGHKQKHHTTTTESELDAEENEDFSTATP---TKGEAEKLGDKAAEMTEALAHEM--GIPTWGLVSIIIV

AgambiaeSyt1var3        -----------------------------------------MAPNSRLWKREAEVESDAAKLADVASTLATKIFGHKQKHHTTTTESELDAEENEDFSTATP---TKGEAEKLGDKAAEMTEALAHEM--GIPTWGLVSIIIV

AgambiaeSyt1var4        -----------------------------------------MAPNSRLWKREAEVESDAAKLADVASTLATKIFGHKQKHHTTTTESELDAEENEDFSTATP---TKGEAEKLGDKAAEMTEALAHEM--GIPTWGLVSIIIV

DmelanogasterSyt1var1   --------MPPNAKSETDAKPEAEPAPA-SEPAADLESVDQKLEET-HHSKFREVDRQEQEVLAEKAAEAA--SQRIAQVEST-TRSATTEAQE-STTTAVP------VIKKIEHVGEVVTEVIAERT--GLPTWGVVAIIIL

DmelanogasterSyt1var2   --------MPPNAKSETDAKPEAEPAPA-SEPAADLESVDQKLEET-HHSKFREVDRQEQEVLAEKAAEAA--SQRIAQVEST-TRSATTEAQE-STTTAVP------VIKKIEHVGEVVTEVIAERT--GLPTWGVVAIIIL

DmelanogasterSyt1var3   --------MPPNAKSETDAKPEAEPAPA-SEPAADLESVDQKLEET-HHSKFREVDRQEQEVLAEKAAEAA--SQRIAQVEST-TRSATTEAQE-STTTAVP------VIKKIEHVGEVVTEVIAERT--GLPTWGVVAIIIL

DsimulansSyt1           --------MPPNAKSETDAKPEAEPAPA-SEPAAELESVDQKLEET-HHSKFREVDRQEQEVLAEKAAEAA--SQRIAQVEST-TRSATTEAQE-STTTSVP------VIKKIEHVGEVVTEVIAERT--GLPTWGVVAIIIL

DsechelliaSyt1          --------MPPNAKSETDAKPEAEPAPA-SEPAAELESVDQKLEET-HHSKFREVDRQEQEVLAEKAAEAA--SQRIAQVEST-TRSATTEAQE-STTTSVP------VIKKIEHVGEVVTEVIAERT--GLPTWGVVAIIIL

DerectaSyt1             --------MPPNAKSETDAKPEAEPAPA-SEPAAELESVDQKLQET-HHSKFREVDRQEQEVLAEKAAEAA--SQRIAQVEST-TRSATTEAQE-STTTSLP------VIKKIEHVGEVVTEVIAERT--GLPTWGVVAIIIL

DyakubaSyt1             --------MPPNAKSETDAKPEAEPAPA-SEPAAELESVDQKLQET-HHSKFREVDRQEQEVLAEKAAEAA--SQRIAQVEST-TRSATTEAQE-STTTSLP------VIKKIEHVGEVVTEVIAERT--GLPTWGVVAIIIL

DananassaeSyt1          --------MPPNSKSETDAQPAAEPAPA-SEPAAELESVDQKLEET-HHSKFREVDRQEQEVLAEKAAEAA--SQRIAQVETT-TRSSTTEAQD-TTTTSLP------VIKKIEHAGEIVTEAIAERT--GLPTWGVVAIIIL

DpseudoobscuraSyt1      --------MPPNAKSEADAKPDAEPAP---ESATELDSVDQKLEET-HHSRFRELEKQEQESAAEEAAAAAAESQRIAQVETT-TRSATTEAQE-STTTSLP------VIKKIEHAGEVVTEAIAERT--GLPTWGVVAIIIL

DpersimilisSyt1         --------MPPNAKSEADAKPDAEPAP---ESATELDSVDQKLEET-HHSRFRELEKQEQESAAEEAAAAAAESQRIAQVETT-TRSATTEAQE-STTTSLP------VIKKIEHAGEVVTEAIAERT--GLPTWGVVAIIIL

DwillistoniSyt1         --------MPPNANSEPETKSEPEPASVGAESTSGLESVDQKSPESAHHSIFREKDVED---TAAEAAAAAAESQRIAQVDTT-TKGST-EAPE-TSTTSVP------IFKKVEHAGEVVTEIISERT--GLPTWGVVAIIIL

DvirilisSyt1            --------MPPNAKSETEPEPAPVSS---DEPAADLETANQKIEETTHHSKFRELEQQEQQ-AAE--------SQRIAQVETTIAPKTTTEAEE-AATTSVP------VIKKIEHAGEVVTEAIAERT--GLPTWGVVAIIIL

DmojavensisSyt1         --------MPPNAKSETEPEPAPVSG---AEPAAELETANQKLEETTHHSKFRELDQQEQQQAAE--------SQRIAQVETTIAPKTTTEAEE-AATTSVP------VIKKIEHAGEVVTEAIAERT--GLPTWGVVAIIIL

DgrimshawiSyt1          --------MPPNAISETESEPAPVAD---AEPAAELETANQKLEETTHHSKFREVDQQEQQ-AAE--------SQRIAQVETTLAPKTTTEPEEEATTTSVP------VIKKIEHAGEVVTEAIAERT--GLPTWGVVAIIIL

Celeganssnt_1var1       --------------------------------------------------------MVKLDFSSQ-DEENDEDLTKEFVRDEAPMEETTS-EAVKQIATTTKETLKDVVVNKVIDVKDVVKEKVMQQT--GMPEWAFVFLGFV

Celeganssnt_1var2       --------------------------------------------------------MVKLDFSSQ-DEENDEDLTKEFVRDEAPMEETTS-EAVKQIATTTKETLKDVVVNKVIDVKDVVKEKVMQQT--GMPEWAFVFLGFV

Cbrennerisnt_1var1      --------------------------------------------------------MVKLDFSSGGDEKEDEDLTKEFAPEEAPMEETTT-QAVKQVATTTKETLKDVVVNKVIDVKDVVKEKVMQQT--GMPEWAVVFIGFI

Cbrennerisnt_1var2      --------------------------------------------------------MVKLDFSSGGDEKEDEDLTKEFAPEEAPMEETTT-QAVKQVATTTKETLKDVVVNKVIDVKDVVKEKVMQQT--GMPEWAVVFIGFI

Cbriggsaesnt_1var1      --------------------------------------------------------MVKLDFSSGGDEEEDKDLTKEFVMDETPMEEEATTQAVKQVATTTKETYKDAVVNKVIDVKDVVKEKVMQQT--GMPEWAFVFLGIV

Cbriggsaesnt_1var2      --------------------------------------------------------MVKLDFSSGGDEEEDKDLTKEFVMDETPMEEEATTQAVKQVATTTKETYKDAVVNKVIDVKDVVKEKVMQQT--GMPEWAFVFLGIV

Cremaneisnt_1var1       --------------------------------------------------------MVKLDFSSGGDEEKDEDLTKEFVMDEAPMEETAT-QVVKQVATTTKETLKDVVVNKVIDVKDVVKEKVMQQT--GMPEWAFVFLGFV

Cremaneisnt_1var2       --------------------------------------------------------MVKLDFSSGGDEEKDEDLTKEFVMDEAPMEETAT-QVVKQVATTTKETLKDVVVNKVIDVKDVVKEKVMQQT--GMPEWAFVFLGFV

Cjaponicasnt_1var1      --------------------------------------------------------MVKLDLSSGEDEK-DEDLTKEFVMEEAPMEETTT-QAVKQVATTTEKAFKDAVVNKVMDVKDAVKEKVMQQT--GX-----------

Cjaponicasnt_1var2      --------------------------------------------------------MVKLDLSSGEDEK-DEDLTKEFVMEEAPMEETTT-QAVKQVATTTEKAFKDAVVNKVMDVKDAVKEKVMQQT--GX-----------

Celeganssnt_3           -----------------------------------------------------------------------------------------------------------------------------------------------

Cbrennerisnt_3          -----------------------------------------------------------------------------------------------------------------------------------------------

Cbriggsaesnt_3          -----------------------------------------------------------------------------------------------------------------------------------------------

Cremaneisnt_3           -----------------------------------------------------------------------------------------------------------------------------------------------

Cjaponicasnt_3          -----------------------------------------------------------------------------------------------------------------------------------------------

100



                                 |         |         |         |         |         |         |         |         |         |         |         |         |         |

TadhaerensSyt1          CAVLVFALVLCICCKCCCRRKKPKNDKTKQGFKEKVSLQSAQSLGVSLKER------------------------------------------------------------VQPEVEGVNKEME---LESKQIDPSEYVGELK

NvectensisSyt1          AAVIVIFCIYCCCCRKCGKKKK-KDDK--RGGKERVDFRAVQ-IGASYQEK------------------------------------------------------------VQPSMDELDYNSE---DYHSDLSSGVKIGRIN

CapitellaSyt1var1       ALLLLLCCCFCICKRCCKRKKKDKDKK--KGLKGAVDLGSVKILGNSYKEK------------------------------------------------------------VQPDLEELEVNME-DNEDAESTKSEVKLGKLQ

CapitellaSyt1var2       ALLLLLCCCFCICKRCCKRKKKDKDKK--KGLKGAVDLGSVKILGNSYKEK------------------------------------------------------------VQPDLEELEVNME-DNEDAESTKSEVKLGKLQ

HrobustaSyt1a           ALLILLCCCGCLL-RMCWKRRKGKEGK--KGLKGAVDLKNVQLLGSSMKEK------------------------------------------------------------VQPDLESLEGNME-DNEGVENAKEEVKLGKLQ

HrobustaSyt1b           -----------------------------------------------------------------------------------------------------------------------------------------------

HrobustaSyt1c           -----------------------------------------------------------------------------------------------------------------------------------------------

HrobustaSyt1d           SVVLLLFLMWCLCRCCTGKKKASSK----KGAKGYIDISQVQQLGLSYKEK------------------------------------------------------------VQPDLNELKENME-------ENEDAQHRGRLH

HrobustaSyt1e           IVIVVIFVIFCLKAKFCRKLKFGTEAS---TLGGKVDVDAVKALGHSYKER------------------------------------------------------------VQPELNDLKIDDCVANKKEKDDGGDVKLGRVH

LgiganteaSyt1var1       ALLFLVCCTYCMCKRCCRKKKK-KEGK--KGLKGAVDLKSVQLLGNAYKEK------------------------------------------------------------VQPDLDELQVNME-DNEDAESTKSEVKLGKLQ

LgiganteaSyt1var2       ALLFLVCCTYCMCKRCCRKKKK-KEGK--KGLKGAVDLKSVQLLGNAYKEK------------------------------------------------------------VQPDLDELQVNME-DNEDAESTKSEVKLGKLQ

CsavignyiSyt1           AGLILLCILYCCCKRCCCKKKKKKQEK--KGLKNAIDLKSVQNMGDSYREK------------------------------------------------------------VQPDVDDLDTGAEKEGEE------EKKLGKLQ

CintestinalisSyt1       AGLILLCVLYCCCKRCCCKKKKKKQEK--KGLKNAIDLKSVKNMGDSYREK------------------------------------------------------------VQPDVDEVDIG-EKEDEE------EKKLGKLQ

SpurpuratusSyt1var1     AGLILLCCCFCICKKCCCKKRKKKEGK--KGLKGAVDLKSVQMLGNSYKEK------------------------------------------------------------IQPDVDDLDNGGD-EEGDTDSVKSEIKLGKLQ

SpurpuratusSyt1var2     AGLILLCCCFCICKKCCCKKRKKKEGK--KGLKGAVDLKSVQMLGNSYKEK--------------------------------------------------------------PDVDDLDNGGD-EEGDTDSVKSEIKLGKLQ

BfloridaeSyt1a          IALILLACIACICKKCVFKKKKKGKGE--KGGKNVIDLKDVKMLGNSYKEK------------------------------------------------------------VQPDVEEIDAGLEGEGGDNESVQEKVNLGKLQ

BfloridaeSyt1bvar1      AALLLLCCMVCICKKCCCKKKKAKQGK--KGLKDSVDLQEVKMLGNQYKEK-------------------------------------------------------------------VQPDMDDLDSYGDEEDGAPKLGQLQ

BfloridaeSyt1bvar2      AALLLLCCMVCICKKCCCKKKKAKQGK--KGLKDSVDLQEVKMLGNQYKEKSDSEDDLEDIEVEKPGIWNPNMEGGGSGSDADGSDNEEDGKKKKKKKKKRSFFGKLGNPDYVVSREKVQPDMDDLDSYGDEEDGAPKLGQLQ

BfloridaeSyt1bvar3      AALLLLCCMVCICKKCCCKKKKAKQGK--KGLKDSVDLQE-----------SDSEDDLEDIEVEKPGIWNPNMEGGGSGSDADGSDNEEDGKKKKKKKKKRSFFGKLGNPDYVVSREKVQPDMDDLDSYGDEEDGAPKLGQLQ

IscapularisSyt1         VALLLLCICFCCLRRWC-R-RRKKDAK--KGLKGAVDLKGVQLLGNAYKEK------------------------------------------------------------VQPDMEDLQDNMENNEGDGESKKSEEKLGRLQ

DpulexSyt1var1          VALVILLIAFCCIRRCC-RKRRPKDAK--KGLKGAVDLKSVQLLGNAYKEK------------------------------------------------------------VQPDMDELTDNVEDIAVEGE-KKEEQKLGRLQ

DpulexSyt1var2          VALVILLIAFCCIRRCC-RKRRPKDAK--KGLKGAVDLKSVQLLGNAYKEK------------------------------------------------------------VQPDMDELTDNVEDIAVEGE-KKEEQKLGRLQ

ApisumSyt1              VVLLAVGFVGFCIHRFF-RKRRTKDGK--KG-KGVVDLKAVQLLGSAYKEK------------------------------------------------------------IQPDMEELADNAEEIAEEGDSTKDEKKLGRLQ

TcastaneumSyt1          ICAIILGICFCCIRRCF-RKRRAKDGK--KGMKG-VDLKSVQLLGSSYKEK------------------------------------------------------------VQPDMDELTENAEE-PDEAE-KPEVQKLGKLQ

NvitripennisSyt1        VAIIVLGFCGFCIRRCF-RKRRSKDGK--KGLKGAVDLKSVQLLGSTYKDK------------------------------------------------------------VQPDMEELTDNAEE-PDEAESKQSEVKLGRLQ

AmelliferaSyt1          VSVVVLGICFCCIRRCC-RKRRSKDGK--KGLKGAVDLKSVQLLGSTYKDK------------------------------------------------------------VQPDMEELTDNAEE-PDEAESKQSEVKLGKLQ

AgambiaeSyt1var1        VVLIILGICGFCIRRCF-RKRRSKDGK--KGMKG-VDLKSVQLLGSAYKEK------------------------------------------------------------VQPDMEELTENAEE-GDEGESKQSEQKLGKLQ

AgambiaeSyt1var2        VVLIILGICGFCIRRCF-RKRRSKDGK--KGMKG-VDLKS-----------------------------------------------------------------------VQPDMEELTENAEE-GDEGESKQSEQKLGKLQ

AgambiaeSyt1var3        VVLIILGICGFCIRRCF-RKRRSKDGK--KGMKG-VDLKSVQLLGSAYKEK------------------------------------------------------------VQPDMEELTENAEE-GDEGESKQSEQKLGKLQ

AgambiaeSyt1var4        VVLIILGICGFCIRRCF-RKRRSKDGK--KGMKG-VDLKSVQLLGSAYKEK------------------------------------------------------------VQPDMEELTENAEE-GDEGESKQSEQKLGKLQ

DmelanogasterSyt1var1   VFLVVFGIIFFCVRRFL-KKRRTKDGK---GKKG-VDMKSVQLLGSAYKEK------------------------------------------------------------VQPDMEELTENAEE--GDEEDKQSEQKLGRLN

DmelanogasterSyt1var2   VFLVVFGIIFFCVRRFL-KKRRTKDGK---GKKG-VDMKSVQLLGSAYKEK--------------------------------------------------------------PDMEELTENAEE--GDEEDKQSEQKLGRLN

DmelanogasterSyt1var3   VFLVVFGIIFFCVRRFL-KKRRTKDGK---GKKG-VDMKSVQLLGSAYKEK------------------------------------------------------------VQPDMEELTENAEE--GDEEDKQSEQKLGRLN

DsimulansSyt1           VFLVVFGIIFFCVRRFL-KKRRTKDGK---GKKG-VDMKSVQLLGSAYKEK------------------------------------------------------------VQPDMEELTENAEE--GDEEDKQSEQKLGRLN

DsechelliaSyt1          VFLVVFGIIFFCVRRFL-KKRRTKDGK---GKKG-VDMKSVQLLGSAYKEK------------------------------------------------------------VQPDMEELTENAEE--GDEEDKQSEQKLGRLN

DerectaSyt1             VFLVVFGIIFFCVRRFL-KKRRTKDGK---GKKG-VDMKSVQLLGSAYKEK------------------------------------------------------------VQPDMEELTENAEE--GDEEDKQSEQKLGRLN

DyakubaSyt1             VFLVVFGIIFFCVRRFL-KKRRTKDGK---GKKG-VDMKSVQLLGSAYKEK------------------------------------------------------------VQPDMEELTENAEE--GDEEDKQSEQKLGRLN

DananassaeSyt1          VFLVVFGIIFFCVRRFL-KKRRTKDGK---GKKG-VDMKSVQLLGSAYKEK------------------------------------------------------------VQPDMEELTENAEE--GDEEDKQSEQKLGRLN

DpseudoobscuraSyt1      VFLVVFGIIFFCVRRFL-KKRRTKDGK---GKKG-VDMKSVQLLGSAYKEK------------------------------------------------------------VQPDMEELAENAEE---DEEDKQSEQKLGRLN

DpersimilisSyt1         VFLVVFGIIFFCVRRFL-KKRRTKDGK---GKKG-VDMKSVQLLGSAYKEK------------------------------------------------------------VQPDMEELAENAEE---DEEDKQSEQKLGRLN

DwillistoniSyt1         VFLVVFGIIFFCVRRFL-KKRRTKDGK---GKKG-VDMKSVQLLGSAYKEK------------------------------------------------------------VQPDMEELTENAEE--GDEEDKQSEQKLGRLN

DvirilisSyt1            VFLVVFGIIFFCVRRFL-KKRRTKDGK---GKKG-VDMKSVQLLGSAYKEK------------------------------------------------------------VQPDMEELTENAEE--GDEEDKQSEQKLGRLN

DmojavensisSyt1         VFLVVFGIIFFCVRRFL-KKRRTKDGK---GKKG-VDMKSVQLLGSAYKEK------------------------------------------------------------VQPDMEELTENAEE--GDEEDKQSEQKLGRLN

DgrimshawiSyt1          VFLVVFGIIFFCVRRFL-KKRRTKDGK---GKKG-VDMKSVQLLGSAYKEK------------------------------------------------------------VQPDMEELTENAEE--GDEEDKQSEQKLGRLN

Celeganssnt_1var1       FILLVLACAFCLIRKLFGKKRHGEKNK--KGGLKGFFGKGQDVVDGKNIQG------------------------------------------------------------MAQDLEELGDAMEQNEKEQAEEKEEVKLGRIQ

Celeganssnt_1var2       FILLVLACAFCLIRKLFGKKRHGEKNK--KGGLKGFFGKGQDVVDGKNIQG------------------------------------------------------------MAQDLEELGDAMEQNEKEQAEEKEEVKLGRIQ

Cbrennerisnt_1var1      FILLLLVCGFLLIRKLFGKKRHGEKNK--KGGLKGFFGKGQDVVDGKNIQG------------------------------------------------------------MAQDLEELGDAMEQNEKAQAEEKEEVKLGRIQ

Cbrennerisnt_1var2      FILLLLVCGFLLIRKLFGKKRHGEKNK--KGGLKGFFGKGQDVVDGKNIQG------------------------------------------------------------MAQDLEELGDAMEQNEKAQAEEKEEVKLGRIQ

Cbriggsaesnt_1var1      FIFFVLACAFFIIRKLFGKKRHGEKNK--KGGLKGFFGKGQDVVDGKNIQG------------------------------------------------------------MAQDLEELGDAMEQNEKAQAEEKEEVKLGRIQ

Cbriggsaesnt_1var2      FIFFVLACAFFIIRKLFGKKRHGEKNK--KGGLKGFFGKGQDVVDGKNIQG------------------------------------------------------------MAQDLEELGDAMEQNEKAQAEEKEEVKLGRIQ

Cremaneisnt_1var1       FILLVLACAFFIIRKLFGKKRHGEKNK--KGGLKGFFGKGQDVVDGKNIQG------------------------------------------------------------MAQDLEELGDAMEQNEKAQAEEKEEVKLGRIQ

Cremaneisnt_1var2       FILLVLACAFFIIRKLFGKKRHGEKNK--KGGLKGFFGKGQDVVDGKNIQG------------------------------------------------------------MAQDLEELGDAMEQNEKAQAEEKEEVKLGRIQ

Cjaponicasnt_1var1      ---------------------------------------------------------------------------------------------------------------MAQDLEELGDAMEQNEKAQADEKEEVKLGRIQ

Cjaponicasnt_1var2      ---------------------------------------------------------------------------------------------------------------MAQDLEELGDAMEQNEKAQADEKEEVKLGRIQ

Celeganssnt_3           ---------------------------------------------------------------------------------------------------------------------------MSVSKKKDEDKEKKFLGRLQ

Cbrennerisnt_3          ---------------------------------------------------------------------------------------------------------------------------MSVSKKKDEDKEKKFLGRLQ

Cbriggsaesnt_3          ---------------------------------------------------------------------------------------------------------------------------MSVSKKKDEDKEKKFLGRLQ

Cremaneisnt_3           ---------------------------------------------------------------------------------------------------------------------------MSVSKKKDEDKEKKFLGRLQ

Cjaponicasnt_3          ---------------------------------------------------------------------------------------------------------------------------MSVSKKKDDDKEKKFLGRLQ
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TadhaerensSyt1          YAMEYDFQSSELTITVLEGKNFPVMDIGGASDPYVKIYLLPDRKKKLVTKVQYKTLNPIFNESVTIK-VPYSELQNRTVLFSVYDHDRFSRHDVIGHLRIPIADVDLCENLEQWSALEKADSSK---EGKSELGELCFSLRYV

NvectensisSyt1          FTLDYSFTDNTLTVGIIRAEDIPAKDFSGSSDPYVKIMLLPDKKKKYETKVHRKTLNPVFNEQFVFKNIPYSEITNRILLMELFDFDRFSRHDLIGEARLPLIDVDLASNINEWRVLTPPSGSGGAGHSKSDLGDICFSLRYV

CapitellaSyt1var1       FSLDYDFQKGELAVGVIQGADLPGMDMSGTSDPYVKVYLLPEKKKKHETKVHRKTLNPVFNETFNFK-VPYAEMGSKTLVFAVYDFDRFSKHDQIGQVKVPLNSVDLGRVVEEWRDLTSPE-SDS--EKENKLGDICFSLRYV

CapitellaSyt1var2       FSLDYDFQKGELAVGVIQGADLPGMDMSGTSDPYVKVYLLPEKKKKHETKVHRKTLNPVFNETFNFK-VPYAEMGSKTLVFAVYDFDRFSKHDQIGQVKVPLNSVDLGRVVEEWRDLTSPE-SDS--EKENKLGDICFSLRYV

HrobustaSyt1a           FSMDYDFQKSELSVGVIQAVDLPGMDMSGTSDPYVKVYIMPDKKKKFETKVHRKTLNPVFNETFVFK-VPYAEIGSKTLTFAVYDFDRFSKHDQIGQVLVPLNSVDLGRVVEEWRDLTSPE--SE--EKENKLGDICFSLRYV

HrobustaSyt1b           -----------------------------------XVYLLPDKKKKFETKIHRKTLDPVFNESFVFK-VPYSEIANRTLVFTVYDFDRFSKHDQIGQVRVQLNSIDLGQIVHEWRDLTSPEGDI---EKDSRLGDICFSLRYV

HrobustaSyt1c           ----------XLLIGVIQARNLPAMDVCGTSDPYVKVYILPDKKKKFETKVHRKTLSPSFNETFLHK-ITYVELASKTLVFAVYDFDRFLKHDQIGQVTVPLNSVDLGKVIEEWRDIEKPDNSS---DRENKLGDLCFSLRYV

HrobustaSyt1d           YSLDYDFNRNELSVGVMELVGLPPMDVSGTTDPYVKVYLNPDKKK-FETKVHRKTLNPVFNETFQFK-IAYSELSSRSITFVVIDFDRFSKHDVIGQVKVGLASIDFGTATDRWEDVGMADFEM---DKSTRLGDICFSLRYV

HrobustaSyt1e           YSLDYDYNASEVTITMIECTDLPAMDNNKFSDPYIKFFLKPDTKA-YQTKVINKSLNPVFNENFSVK-IPYAELTKRTLGILIYDHNLFSKHDQIGKVDLELSSVDFGDVVEKWAHIQKPDSENC--GEDSRLGSLYFTLRYV

LgiganteaSyt1var1       FSLDYDFQKAELSVGVVQAADLPGMDMSGTSDPYVKVYLLPDKKKKYETKVHRKTLNPVFNETFTFK-VPYAEIGAKTLVFAVYDFDRFSKHDQIGQVKIPLNSIDLGKVTEEWQDLSSPD-NEA--EKENKLGDICFSLRYV

LgiganteaSyt1var2       FSLDYDFQKAELSVGVVQAADLPGMDMSGTSDPYVKVYLLPDKKKKYETKVHRKTLNPVFNETFTFK-VPYAEIGAKTLVFAVYDFDRFSKHDQIGQVKIPLNSIDLGKVTEEWQDLSSPD-NEA--EKENKLGDICFSLRYV

CsavignyiSyt1           FSLDYDFQQNNLAVGVIQAADLPGMDMGGTSDPYVKVFMLPDKKKKQETKVHRKTLNPVFNETFNFK-VPYNEIGGKTLVFAVYDFDRFSKHDIIGEVRVPMNQVDLGTITEEWKDLTSAE-NDK--ENE-KLGDICFSLRYV

CintestinalisSyt1       FSLDYDFQQNNLAVGVIQAADLPGMDMGGTSDPYVKVFMLPDKKKKQETKVHRKTLNPVFNETFNFK-VPYNEIGGKTLVFAVYDFDRFSKHDIIGEVRVPMNQVDLGTITEEWRDLTSAE-NDK--ENE-KLGDICFSLRYV

SpurpuratusSyt1var1     FSLDYDFQEGKLNVGVMQASELPGMDFSGTSDPYVKVYLMPDKKKKYETKVHRKTLNPVFNETFTFK-VPYSEVSSKTLVFAIYDFDRFSRHDIIGEVKVKLSQVDLGSVVEEWRDLQSAEVPGG--EGKSELGDICFSLRYV

SpurpuratusSyt1var2     FSLDYDFQEGKLNVGVMQASELPGMDFSGTSDPYVKVYLMPDKKKKYETKVHRKTLNPVFNETFTFK-VPYSEVSSKTLVFAIYDFDRFSRHDIIGEVKVKLSQVDLGSVVEEWRDLQSAEVPGG--EGKSELGDICFSLRYV

BfloridaeSyt1a          FSLDYDFEAGQLKVGVIQAADLPAMDMAGTSDPYVKVMLLPDKKKKYETKVHRKTLNPVYNETFVFKDVKFNEIGSKTLRLAVYDFDRFGGHDIIGEIRIPMNSVDLGRVIEEWRDLEAAE-KEG--QNE-KLGDICFSLRYV

BfloridaeSyt1bvar1      FSLDYDFQQNQMRVGVLQAKDLPGMDFSGTSDPYVTVKILPEKKKRFETKVHRKTLNPTFNEYFNFKDLKFSELSNKIILFLIYDFDRFSRHDLIGEVSVPLSSVDLARVVEEWREIQPAH--GA--QEGDRPGDICFSLRYV

BfloridaeSyt1bvar2      FSLDYDFQQNQMRVGVLQAKDLPGMDFSGTSDPYVTVKILPEKKKRFETKVHRKTLNPTFNEYFNFKDLKFSELSNKIILFLIYDFDRFSRHDLIGEVSVPLSSVDLARVVEEWREIQPAH--GA--QEGDRPGDICFSLRYV

BfloridaeSyt1bvar3      FSLDYDFQQNQMRVGVLQAKDLPGMDFSGTSDPYVTVKILPEKKKRFETKVHRKTLNPTFNEYFNFKDLKFSELSNKIILFLIYDFDRFSRHDLIGEVSVPLSSVDLARVVEEWREIQPAH--GA--QEGDRPGDICFSLRYV

IscapularisSyt1         FKLDYDFNTNNLAVTVIQAEDLPGLDMSGTSDPYVKVYLLPDKKKKYETKVHRKTLNPVFNETFNFK-VPYAEITSKTLVFAIFDFDRFSKHDQIGEVKVPMNTIDLAQTIEEWRDLTGVE-GEQ--GQENKLGDICFSLRYV

DpulexSyt1var1          YKLEYDFNQSNLVVTVHQAEELPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLNPVFNESFTFK-VPYADAMAKTLVFAIYDFDRFSKHDQIGEVKVPLCMVDLAQTIEEWAEVTSVE-GEG--GQENKLGDICFSLRYV

DpulexSyt1var2          YKLEYDFNQSNLVVTVHQAEELPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLNPVFNESFTFK-VPYADAMAKTLVFAIYDFDRFSKHDQIGEVKVPLCMVDLAQTIEEWAEVTSVE-GEG--GQ---LGDICFSLRYV

ApisumSyt1              FKMEYDFQGNTLSVTVIQAEDLPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLNPVFNETFQFKGIPYADAMNKTLVFAIFDFDRFSKHDQIGEVKVPLCQIDLAQTIEEWRELQSVE-GEG--GQDNKLGDICFSLRYV

TcastaneumSyt1          YKLEYDFNQNSLSVTVIQAEDLPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLSPVFNETFVFKNIPYADAMNKTLVFAIFDFDRFSKHDQIGEVKVPLCQIDLAQTIEEWRELQSVE-GEG--GQENKLGDICFSLRYV

NvitripennisSyt1        YKLEYDFNSNSLAVTVIKAEELPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLNPEFNETFTFKGVPYADAMNKTLVFAIFDFDRFSKHDQIGEVKVPLCQVDLAQTIEEWRELQSVE-GEG--GQDNKLGDICFSLRYV

AmelliferaSyt1          YKLEYDFNTNSLAVTVIQAEELPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLSPVFNETFTFKSVPYADAMNKTLVFAIFDFDRFSKHDQIGEVKVPLCQVDLAQTIEEWRELQSVE-GEG--GQDNKLGDICFSLRYV

AgambiaeSyt1var1        YKLEYDFNSNALTVTVIQAEELPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLNPVFNESFTFKSLPYAEAMNKTLVFAIFDFDRFSKHDQIGEVKVPLCQIDLAQTIEEWRELQSVE-GEG--GQENKLGDICFSLRYV

AgambiaeSyt1var2        YKLEYDFNSNALTVTVIQAEELPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLNPVFNESFTFKSLPYAEAMNKTLVFAIFDFDRFSKHDQIGEVKVPLCQIDLAQTIEEWRELQSVE-GEG--GQENKLGDICFSLRYV

AgambiaeSyt1var3        YKLEYDFNSNALTVTVIQAEELPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLNPVFNESFTFKSLPYAEAMNKTLVFAIFDFDRFSKHDQIGEVKVPLCQIDLAQTIEEWRELQSVE-GEG--GQ---LGDICFSLRYV

AgambiaeSyt1var4        YKLEYDFNSNALTVTVIQAEELPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLNPVFNESFTFKSLPYAEAMNKTLVFAIFDFDRFSKHDQIGEVKVPLCQIDLAQTIEEWRELQSVE-GEG--GQENKLGDICFSLRYV

DmelanogasterSyt1var1   FKLEYDFNSNSLAVTVIQAEELPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLSPVFNETFTFKSLPYADAMNKTLVFAIFDFDRFSKHDQIGEVKVPLCTIDLAQTIEEWRDLVSVE-GEG--GQE-KLGDICFSLRYV

DmelanogasterSyt1var2   FKLEYDFNSNSLAVTVIQAEELPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLSPVFNETFTFKSLPYADAMNKTLVFAIFDFDRFSKHDQIGEVKVPLCTIDLAQTIEEWRDLVSVE-GEG--GQE-KLGDICFSLRYV

DmelanogasterSyt1var3   FKLEYDFNSNSLAVTVIQAEELPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLSPVFNETFTFKSLPYADAMNKTLVFAIFDFDRFSKHDQIGEVKVPLCTIDLAQTIEEWRDLVSVE-GEG--GQE-KLGDICFSLRYV

DsimulansSyt1           FKLEYDFNSNSLAVTVIQAEELPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLSPVFNETFTFKSLPYADAMNKTLVFAIFDFDRFSKHDQIGEVKVPLCTIDLAQTIEEWRDLVSVE-GEG--GQE-KLGDICFSLRYV

DsechelliaSyt1          FKLEYDFNSNSLAVTVIQAEELPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLSPVFNETFTFKSLPYADAMNKTLVFAIFDFDRFSKHDQIGEVKVPLCTIDLAQTIEEWRDLVSVE-GEG--GQE-KLGDICFSLRYV

DerectaSyt1             FKLEYDFNSNSLAVTVIQAEELPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLSPVFNETFTFKSLPYADAMNKTLVFAIFDFDRFSKHDQIGEVKVPLCTIDLAQTIEEWRDLVSVE-GEG--GQE-KLGDICFSLRYV

DyakubaSyt1             FKLEYDFNSNSLAVTVIQAEELPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLSPVFNETFTFKSLPYADAMNKTLVFAIFDFDRFSKHDQIGEVKVPLCTIDLAQTIEEWRDLVSVE-GEG--GQE-KLGDICFSLRYV

DananassaeSyt1          FKLEYDFNSNSLAVTVIQAEELPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLSPVFNETFTFKSLPYADAMNKTLVFAIFDFDRFSKHDQIGEVKVPLCTIDLAQTIEEWRDLVSVE-GEG--GQE-KLGDICFSLRYV

DpseudoobscuraSyt1      FKLEYDFNSNSLAVTVIQAEELPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLSPVFNETFTFKSLPYADAMNKTLVFAIFDFDRFSKHDQIGEVKVPLCTIDLAQTIEEWRDLVSVE-GEG--GQE-KLGDICFSLRYV

DpersimilisSyt1         FKLEYDFNSNSLAVTVIQAEELPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLSPVFNETFTFKSLPYADAMNKTLVFAIFDFDRFSKHDQIGEVKVPLCTIDLAQTIEEWRDLVSVE-GEG--GQE-KLGDICFSLRYV

DwillistoniSyt1         FKLEYDFNSNSLAVTVIQAEELPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLSPVFNETFTFKSLPYADAMNKTLVFAIFDFDRFSKHDQIGEVKVPLCTIDLAQTIEEWRDLVSVE-GEG--GQE-KLGDICFSLRYV

DvirilisSyt1            FKLEYDFNSNSLAVTVIQAEELPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLSPVFNETFTFKSLPYADAMNKTLVFAIFDFDRFSKHDQIGEVKVPLCTIDLAQTIEEWRDLISVE-GEG--GQE-KLGDICFSLRYV

DmojavensisSyt1         FKLEYDFNSNSLAVTVIQAEELPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLSPVFNETFTFKSLPYADAMNKTLVFAIFDFDRFSKHDQIGEVKVPLCTIDLAQTIEEWRDLISVE-GEG--GQE-KLGDICFSLRYV

DgrimshawiSyt1          FKLEYDFNSNSLAVTVIQAEELPALDMGGTSDPYVKVYLLPDKKKKFETKVHRKTLSPVFNETFTFKSLPYADAMNKTLVFAIFDFDRFSKHDQIGEVKVPLCTIDLAQTIEEWRDLISVE-GEG--GQE-KLGDICFSLRYV

Celeganssnt_1var1       YKLDYDFQQGQLTVTVIQAEDLPGMDMSGTSDPYVKLYLLPEKKKKVETKVHRKTLNPVFNETFIFK-VAFNEITAKTLVFAIYDFDRFSKHDQIGQVLIPLGKIDLGAVIEEWKDIAPPP-DDK--EAEKSLGDICFSLRYV

Celeganssnt_1var2       YKLDYDFQQGQLTVTVIQAEDLPGMDMSGTSDPYVKLYLLPEKKKKVETKVHRKTLNPVFNETFIFK-VAFNEITAKTLVFAIYDFDRFSKHDQIGQVLIPLGKIDLGAVIEEWKDIAPPP-DDK--EAEKSLGDICFSLRYV

Cbrennerisnt_1var1      YKLDYDFQQGQLTVTVIQAEDLPGMDMSGTSDPYVKLYLLPEKKKKVETKVHRKTLNPVFNETFIFK-VAFNEITAKTLVFAIYDFDRFSKHDQIGQVLIPLGKIDLGQVIEEWKDIAPPP-DDK--EAEKSLGDICFSLRYV

Cbrennerisnt_1var2      YKLDYDFQQGQLTVTVIQAEDLPGMDMSGTSDPYVKLYLLPEKKKKVETKVHRKTLNPVFNETFIFK-VAFNEITAKTLVFAIYDFDRFSKHDQIGQVLIPLGKIDLGQVIEEWKDIAPPP-DDK--EAEKSLGDICFSLRYV

Cbriggsaesnt_1var1      YKLDYDFQQGQLTVTVIQAEDLPGMDMSGTSDPYVKLYLLPEKKKKVETKVHRKTLNPVFNETFIFK-VAFNEITAKTLVFAIYDFDRFSKHDQIGQVLIPLGKIDLGQVIEEWKDIAPPP-DDK--EAEKSLGDICFSLRYV

Cbriggsaesnt_1var2      YKLDYDFQQGQLTVTVIQAEDLPGMDMSGTSDPYVKLYLLPEKKKKVETKVHRKTLNPVFNETFIFK-VAFNEITAKTLVFAIYDFDRFSKHDQIGQVLIPLGKIDLGQVIEEWKDIAPPP-DDK--EAEKSLGDICFSLRYV

Cremaneisnt_1var1       YKLDYDFQQGQLTVTVIQAEDLPGMDMSGTSDPYVKLYLLPEKKKKVETKVHRKTLNPVFNETFIFK-VAFNEITAKTLVFAIYDFDRFSKHDQIGQVLIPLGKIDLGQVIEEWKDIAPPP-DDK--EAEKSLGDICFSLRYV

Cremaneisnt_1var2       YKLDYDFQQGQLTVTVIQAEDLPGMDMSGTSDPYVKLYLLPEKKKKVETKVHRKTLNPVFNETFIFK-VAFNEITAKTLVFAIYDFDRFSKHDQIGQVLIPLGKIDLGQVIEEWKDIAPPP-DDK--EAEKSLGDICFSLRYV

Cjaponicasnt_1var1      YKLDYDFQQGQLTVTVIQAEDLPGMDMSGTSDPYVKLYLLPEKKKKVETKVHRKTLNPVFNETFIFK-VAFNEITSKTLVFAIYDFDRFSKHDQIGQVLIPLGKIDLGAVIEEWKDIAPPP-DDK--EAEKSLGDICFSLRYV

Cjaponicasnt_1var2      YKLDYDFQQGQLTVTVIQAEDLPGMDMSGTSDPYVKLYLLPEKKKKVETKVHRKTLNPVFNETFIFK-VAFNEITSKTLVFAIYDFDRFSKHDQIGQVLIPLGKIDLGAVIEEWKDIAPPP-DDK--EAEKSLGDICFSLRYV

Celeganssnt_3           YKLDYDFDKNSLTVVIIQAEELPAMDLGGTSDPYVKLFLLPDKKKKLQTKVQRKSLNPVFNESFTFK-IPFNEIGGQTLVLNVFDFDRFGKHDQIGQISIPLGKVDLAATLERTDLIESPP--------ENRLGEVCLALRYV

Cbrennerisnt_3          YKLDYDFDKNALTVVIVQAEELPAMDLGGTSDPYVKLFLLPEKKKKFQTKVQRKSLNPVFNESFTFK-IPFAEIAGQTLVLNVFDFDRFGKHDQIGQISIPLGKIDLAVSIEKTDLIESPP--------ENRLGEVCLALRYV

Cbriggsaesnt_3          YKLDYDFDKNSLTVVIVQAEELPAMDLGGTSDPYVKLFLLPEKKKKFQTKVQRKSLNPVFNESFTFK-IPYSEINSQTLVLNVFDFDRFGKHDQIGQISIPLGKIDLAASIEKTDLIESPP--------ENRLGEVCLALRYV

Cremaneisnt_3           YKLDYDFDKNALTVVIVQAEELPAMDLGGTSDPYVKLFLLPEKKKKFQTKVQRKSLNPVFNESFTFK-IPFSEIAGQTLVLNVFDFDRFGKHDQIGQISIPLGKIDLAVSIEKTDLIESPP--------ENRLGEVCLALRYV

Cjaponicasnt_3          YKLDYDFDKNALTVVIIQAEELPAMDLGGTSDPYVKLFLLPEKKKKLQTKVQRKSLNPVFNESFTFK-IPFNEIGGQTLVLNVFDFDRFGKHDQIGQISIPLGKIDLASTIERTDLIESPP--------ENRLGEVCLALRYV
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TadhaerensSyt1          PTGGKLTIGIMEAKGLKKMDVGGSSDPYVKISLI--IDGKRIKKKKTIVKKRTLDPVWNEAYMFK-VPFEKIKDTKIVLAVMDHDRLGKSDLIGQVVVGGSESGAELRHWSDMLSSPRRPIAQWHVLVD------------

NvectensisSyt1          PSSGKLQITIVEAKSLKSMDLTGYSDPYVKIALV--QEGRKIKKKKTTVKKRTLNPYYNETFTFT-VAFEKIEQTSLIISVLDYDRVGKSEMIGKCVVGELSSGADLRHWADMLASPRRSVAQWHTLHN------------

CapitellaSyt1var1       PTAGKLTVVILEAKNLKKMDVGGLSDPYVKLALY--QGTKRLKKKKTTIKKRTLNPYYNESFTFE-VPFEQIQKVTMIITVVDYDRIGTSEPIGRVVLGCNSTGTELRHWSDMLANPRRPIAQWHTLQEMPEK--------

CapitellaSyt1var2       PTAGKLTVVILEAKNLKKMDVGGLSDPYVKLSLM--LNGKRIKKKKTTIKKCTLNPYYNESFTFE-VPFEQIQKVTMIITVVDYDRIGTSEPIGRVVLGCNSTGTELRHWSDMLANPRRPIAQWHTLQEMPEK--------

HrobustaSyt1a           PTAGKLTIVILEAKNLKKMDVGGLSDPYVKLALL--MNGKRIKKKKSTIKKCTLNPYWNESFSFE-VAFEQIQKISLDITVVDYDRIGTSDPIGHVLLGCNATGTELRHWSDMLANPRRPIAQWHTLQEVPEKN-------

HrobustaSyt1b           PTAGKLTVVILEAKNLKKMDVGGLSDPYVKLCLT--MNGKRLKKKKTTIRKCTLNPYFNESFSFE-VPFEQIQKITLILTVVDYDRIGSSDPIGRVILGCNSSGTELRHWSDMLANPRRPIAQWHALKELPDKNQGGDDD-

HrobustaSyt1c           PTSGKLTVVILEAKNLKKMDVGGLSDPYVKLSLL--QNGKRIKKKKTTIKKCTLNPYYNEAFTFE-VPFETIQQTMLVVTVVDYDRISCSDPIGQVVLGCHSSGTELRHWSDTLANPRRPIAQWHTLREISEKYD------

HrobustaSyt1d           PTAAKLVIVILEAKNLKKMDISGLSDPYVKVTLY--IGGKKVKKKKSTVKKRTLNPYFNESFTFE-VTFDQIQKASLVITVMDYDKIGFSDPMGQVVVSSKASGTGLRHWSDMLANPRRPIAQWHELQEVTEKK-------

HrobustaSyt1e           PTAGKLTVVILEAKNLKKMDSIGLSDPYVKISLM--MGSKRIKKKKTSVKKKTLNPYYNEEFIFD-VTFDQIQKTSLIISVIDYDLIGKSETMGAITVGCNSTGSPLKHWSEMLSNPRRPIAQWHELEMPKDERKK-----

LgiganteaSyt1var1       PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIALY--QGSKRLKKKKTTIKKRTLNPYFNESFTYE-VPFEQIQKVQLIITVVDYDRIGTSEPIGRVLLGCNSTGTELRHWSDMLANPRRPIAQWHTLQEVPEKN-------

LgiganteaSyt1var2       PTAGKLTVVILEAKNLKKMDVGGLSDPYVKISMN--LNGKRIKKKKTTIKKCTLNPYYNESFTFE-VPFEQIQKVQLIITVVDYDRIGTSEPIGRVLLGCNSTGTELRHWSDMLANPRRPIAQWHTLQEVPEKN-------

CsavignyiSyt1           PTAGKLTVVILEAKNLKKMDVGGLSDPYVKITLM--QGGKRLKKKKTTIKKNTLNPYFNESFSFE-VPFEQIQKVSLVVSVFDYDRMGKNDPIGKLVLGCNASGTELRHWSDMLASPRRPIAQWHTLQLAEEG--------

CintestinalisSyt1       PTAGKLTVVILEAKNLKKMDVGGLSDPYVKITLM--QGGKRLKKKKTTIKKNTLNPYFNESFSFE-VPFEQIQKVALVVSVFDYDRMGKNDPIGKLVLGCNASGTELRHWSDMLASPRRPIAQWHTLQMAEEG--------

SpurpuratusSyt1var1     PTAGKLTVVILEAKNLKKMDVGGLSDPYVKISLY--MNNKRMKKKKTTIKKRTLNPYYNESFGFE-VPFEQIQKVTLVVTVVDYDRMGSSEPIGKVVLGCNATGAGLRHWSDMLASPRRPIAQWHTLQEPEEGK-------

SpurpuratusSyt1var2     PTAGKLTVVILEAKNLKKMDVGGLSDPYVKISLY--MNNKRMKKKKTTIKKRTLNPYYNESFGFE-VPFEQIQKVTLVVTVVDYDRMGSSEPIGKVVLGCNATGAGLRHWSDMLASPRRPIAQWHTLQEPEEGK-------

BfloridaeSyt1a          PTKGQLTVVILECKQLKKMDLGGASDPYVKIYLM--MNGKRLKKKKTTVKKCTLNPYYNESFKFD-IPFDQIQKVELVITVLDWDAIGGSDPIGRTVCGCNATGAELRHWSDMLANPRRPICQWHTLQEVPEDK-------

BfloridaeSyt1bvar1      PTAGKLTIVILEAKNLKKCDVGGLSDPYVKMQLY--SNNKRLKKKKTTIKKRTLNPYYNESFTFE-VPFEQIQRVELKLTVMDWDRTSKNDPIGELRLGPNAAGAELRHWSDMLANPRRPIAQWHTLTELEK---------

BfloridaeSyt1bvar2      PTAGKLTIVILEAKNLKKCDVGGLSDPYVKMQLY--SNNKRLKKKKTTIKKRTLNPYYNESFTFE-VPFEQIQRVELKLTVMDWDRTSKNDPIGELRLGPNAAGAELRHWSDMLANPRRPIAQWHTLTELEK---------

BfloridaeSyt1bvar3      PTAGKLTIVILEAKNLKKCDVGGLSDPYVKMQLY--SNNKRLKKKKTTIKKRTLNPYYNESFTFE-VPFEQIQRVELKLTVMDWDRTSKNDPIGELRLGPNAAGAELRHWSDMLANPRRPIAQWHTLTELEK---------

IscapularisSyt1         PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIALM--MNGKRLKKKKTSIKKCTLNPYYNESFTFE-VPFEQIQKVQLVVTVVDYDRIGTSEPIGKVVLGCNATGTELRHWMDMLASPRRPIAQWHSLKDPSDGQDN-----

DpulexSyt1var1          PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIALM--QNGKRLKKKKTSIKKCTLNPYYNESFTFE-VPFEQIQKVQLVVTVVDYDRIGTSDPIGKAILGCNATGTELRHWSDMLASPRRPIAQWHTLKEPDDGDKKD----

DpulexSyt1var2          PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIALM--QNGKRLKKKKTSIKKCTLNPYYNESFTFE-VPFEQIQKVQLVVTVVDYDRIGTSDPIGKAILGCNATGTELRHWSDMLASPRRPIAQWHTLKEPDDGDKKD----

ApisumSyt1              PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIALM--QNGKRLKKKKTSIKKCTLNPYYNESFTFE-VPFEQIQKVNLVVTVVDYDRIGTSEPIGKVVLGYNATGTELRHWSDMLASPRRPIAQWHTLKDPDDDAKN-----

TcastaneumSyt1          PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIALV--QNGKRLKKKKTSIKKCTLNPYYNESFTFE-VPFEQIQKVNLVVTVVDYDRIGTSEPIGKVVLGYNASGTELRHWSDMLASPRRPIAQWHTLKDPED-EKKD----

NvitripennisSyt1        PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIALM--QNGKRLKKKKTSIKKCTLNPYYNESFTFE-VPFEQIQKVNLMVTVVDYDRIGTSEPIGKVILGYNASGTELRHWSDMLASPRRPIAQWHTLKDPEDGDKKD----

AmelliferaSyt1          PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIALM--QNGKRLKKKKTSIKKCTLNPYYNESFTFE-VPFEQIQKVQLVVTVVDYDRIGTSEPIGKVVLGYNASGTELRHWSDMLASPRRPIAQWHTLKDPEDGDKKD----

AgambiaeSyt1var1        PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIALM--QNGKRLKKKKTSIKKCTLNPYYNESFSFE-VPFEQIQKVNLVVTVVDYDRIGTSEPIGKVVLGYNASGTELRHWSDMLASPRRPIAQWHTLKDPDD-DKKD----

AgambiaeSyt1var2        PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIALM--QNGKRLKKKKTSIKKCTLNPYYNESFSFE-VPFEQIQKVNLVVTVVDYDRIGTSEPIGKVVLGYNASGTELRHWSDMLASPRRPIAQWHTLKDPDD-DKKD----

AgambiaeSyt1var3        PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIALM--QNGKRLKKKKTSIKKCTLNPYYNESFSFE-VPFEQIQKVNLVVTVVDYDRIGTSEPIGKVVLGYNASGTELRHWSDMLASPRRPIAQWHTLKDPDD-DKKD----

AgambiaeSyt1var4        PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIALM--QNGKRLKKKKTSVRKCTLNPYYNESFSFE-VPFEQMQKVNLVVTVVDYDRIGTSEPIGKVVLGYNASGTELRHWSDMLASPRRPIAQWHTLKDPDD-DKKD----

DmelanogasterSyt1var1   PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIAIM--QNGKRLKKKKTSIKKCTLNPYYNESFSFE-VPFEQIQKICLVVTVVDYDRIGTSEPIGRCILGCMGTGTELRHWSDMLASPRRPIAQWHTLKDPEETDEILKNMK

DmelanogasterSyt1var2   PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIAIM--QNGKRLKKKKTSIKKCTLNPYYNESFSFE-VPFEQIQKICLVVTVVDYDRIGTSEPIGRCILGCMGTGTELRHWSDMLASPRRPIAQWHTLKDPEETDEILKNMK

DmelanogasterSyt1var3   PTAGKLTVVILEAKNLKKMDVGGLSDPYVKVAIM--QNGKRLKKRKTSVRKCTLNPYYNESFSFE-VPFEQMQKICLVVTVVDYDRIGTSEPIGRCILGCMGTGTELRHWSDMLASPRRPIAQWHTLKDPEETDEILKNMK

DsimulansSyt1           PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIAIM--QNGKRLKKKKTSIKKCTLNPYYNESFSFE-VPFEQIQKICLVVTVVDYDRIGTSEPIGRCILGCMGTGTELRHWSDMLASPRRPIAQWHTLKDPEETDEILKNMK

DsechelliaSyt1          PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIAIM--QNGKRLKKKKTSIKKCTLNPYYNESFSFE-VPFEQIQKICLVVTVVDYDRIGTSEPIGRCILGCMGTGTELRHWSDMLASPRRPIAQWHTLKDPEETDEILKNMK

DerectaSyt1             PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIAIM--QNGKRLKKKKTSIKKCTLNPYYNESFSFE-VPFEQIQKICLVVTVVDYDRIGTSEPIGRCILGCMGTGTELRHWSDMLASPRRPIAQWHTLKDPEETDEILKNMK

DyakubaSyt1             PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIAIM--QNGKRLKKKKTSIKKCTLNPYYNESFSFE-VPFEQIQKICLVVTVVDYDRIGTSEPIGRCILGCMGTGTELRHWSDMLASPRRPIAQWHTLKDPEETDEILKNMK

DananassaeSyt1          PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIAIM--QNGKRLKKKKTSIKKCTLNPYYNESFSFE-VPFEQIQKICLVVTVVDYDRIGTSEPIGRCILGCMGTGTELRHWSDMLASPRRPIAQWHTLKDPEETDEILKNMK

DpseudoobscuraSyt1      PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIAIM--QNGKRLKKKKTSIKKCTLNPYYNESFSFE-VPFEQIQKICLVVTVVDYDRIGTSEPIGRCILGCMGTGTELRHWSDMLASPRRPIAQWHTLKDPEETDEILKNMK

DpersimilisSyt1         PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIAIM--QNGKRLKKKKTSIKKCTLNPYYNESFSFE-VPFEQIQKICLVVTVVDYDRIGTSEPIGRCILGCMGTGTELRHWSDMLASPRRPIAQWHTLKDPEETDEILKNMK

DwillistoniSyt1         PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIAIM--QNGKRLKKKKTSIKKCTLNPYYNESFSFE-VPFEQIQKICLVVTVVDYDRIGTSEPIGRCILGCMGTGTELRHWSDMLASPRRPIAQWHTLKDPEETDEILKNMK

DvirilisSyt1            PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIAIM--QNGKRLKKKKTSIKKCTLNPYYNESFSFE-VPFEQIQKICLVVTVVDYDRIGTSEPIGRCILGCMGTGTELRHWSDMLASPRRPIAQWHTLKDPEETDEILKNMK

DmojavensisSyt1         PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIAIM--QNGKRLKKKKTSIKKCTLNPYYNESFSFE-VPFEQIQKICLVVTVVDYDRIGTSEPIGRCILGCMATGTELRHWSDMLASPRRPIAQWHTLKDPEETDEILKNMK

DgrimshawiSyt1          PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIAIM--QNGKRLKKKKTSIKKCTLNPYYNESFSFE-VPFEQIQKICLVVTVVDYDRIGTSEPIGRCILGCMGTGTELRHWSDMLASPRRPIAQWHTLKDPEETDEILKNMK

Celeganssnt_1var1       PTAGKLTVVILEAKNLKKMDVGGLSDPYVKLEMFGEDR-KRLKKKKTNIKRKTLNPYFNESFVFDKLPLHKMKKVSLMITVMDYDKLGSNDAIGRCLLGCNGTGAELRHWMDMLASPRRPIAQWHTLGPVEEEGDKKDDKK

Celeganssnt_1var2       PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIVLM--QGGKRLKKKKTSIKKCTLNPYYNESFSFE-VPFEQIQKVSLMITVMDYDKLGSNDAIGRCLLGCNGTGAELRHWMDMLASPRRPIAQWHTLGPVEEEGDKKDDKK

Cbrennerisnt_1var1      PTAGKLTVVVLEAKNLKKMDVGGLSDPYVKLEMFGEDR-KRLKKKKTSIKRKTLNPYYNESFVFDKLQLHKIKKVSLMITVMDYDKLGSNDAIGRCLLGCNGTGAELRHWMDMLASPRRPIAQWHTLGPVEEEGDKKDDKK

Cbrennerisnt_1var2      PTAGKLTVVVLEAKNLKKMDVGGLSDPYVKIVLM--QGGKRLKKKKTSIKKCTLNPYYNESFSFE-VPFEQIQKVSLMITVMDYDKLGSNDAIGRCLLGCNGTGAELRHWMDMLASPRRPIAQWHTLGPVEEEGDKKDDKK

Cbriggsaesnt_1var1      PTAGKLTVVVLEAKNLKKMDVGGLSDPYVKLEMFGEDKKKRLKKKKTSIKRNTLNPYYNESFVFDKLPLHKMKKVSLMITVMDYDKLGSNDAIGRCLLGCNGTGAELRHWMDMLASPRRPIAQWHTLGPVEEEGDKKDEKK

Cbriggsaesnt_1var2      PTAGKLTVVVLEAKNLKKMDVGGLSDPYVKIVLM--QGGKRLKKKKTSIKKCTLNPYYNESFSFE-VPFEQIQKVSLMITVMDYDKLGSNDAIGRCLLGCNGTGAELRHWMDMLASPRRPIAQWHTLGPVEEEGDKKDEKK

Cremaneisnt_1var1       PTAGKLTVVVLEAKNLKKMDVGGLSDPYVKLEMFGEDKGKRLKKKKTSIKRKTLNPYYNESFVFDKLPLHKMKKVSLMITVMDYDKLGSNDAIGRCLLGCNGTGAELRHWMDMLASPRRPIAQWHTLGPVEEEGDKKDEKK

Cremaneisnt_1var2       PTAGKLTVVVLEAKNLKKMDVGGLSDPYVKIVLM--QGGKRLKKKKTSIKKCTLNPYYNESFSFE-VPFEQIQKVSLMITVMDYDKLGSNDAIGRCLLGCNGTGAELRHWMDMLASPRRPIAQWHTLGPVEEEGDKKDEKK

Cjaponicasnt_1var1      PTAGKLTVVILEAKNLKKMDVGGLSDPYVKLEMFG-DDGKRLKKKKTNIKRNTLNPYYNESFVFDKLQLHKIKKVSLMITVMDYDKLGSNDAIGRCLLGCNGAGAELRHWMDMLASPRRPIAQWHTLQPVEEEGEKKEEKK

Cjaponicasnt_1var2      PTAGKLTVVILEAKNLKKMDVGGLSDPYVKIVLM--QGGKRLKKKKTSIKKCTLNPYYNESFSFE-VPFEQIQKVSLMITVMDYDKLGSNDAIGRCLLGCNGAGAELRHWMDMLASPRRPIAQWHTLQPVEEEGEKKEEKK

Celeganssnt_3           PNKNKLSVVVMECKNLKKMDVLGLSDPYVKIYLM--MGTKRLEKKKTTIKMKTLNPYYNESFSFD-VTSEKMQRVHLHVTVSDYDRVGSNERIGQVIIGTCATGVALKQWNDMLATPRRSVAQWHTLVPFNDD--------

Cbrennerisnt_3          PNKNKLSVVVMECKNLKKMDVLGLSDPYVKIYSM--MGTKRLEKKKTTIKMKTLNPYYNESFSFD-VTPEKMMRVHLHVTVSDYDRVGSNERIGQVIIGTCATGVALKQWNDMLATPRRSVAQWHTLVPFNDD--------

Cbriggsaesnt_3          PNKNKLSVVVMECKNLKKMDVLGLSDPYVKIYLM--MGTKRLEKKKTTIKMKTLNPYYNESFSFD-VTPEKMMRVHLHVTVSDYDRVGSNERIGQVIIGTCATGVALKQWNDMLATPRRSVAQWHTLVPFNDD--------

Cremaneisnt_3           PNKNKLSVVVMECKNLKKMDVLGLSDPYVKIYLM--MGTKRLEKKKTTIKMKTLNPYYNESFSFD-VTPEKMMRVHLHVTVSDYDRVGSNERIGQVIIGTCATGVALKQWNDMLATPRRSVAQWHTLVPFNDD--------

Cjaponicasnt_3          PNKNKLSVVVMECKNLKKMDVLGLSDPYVKIYLM--MGTKRLEKKKTTIKMKTLNPYYNESFSFD-VTPEKMMRVHLHVTVSDYDRVGSNERIGQVLIGTCATGIALKQWNDMLATPRRSVAQWHTLLPFNDD--------
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