Additional file 2

>Low molecular weight heat shock protein [Malus x domestica]; N00O4
MSLIPNSRRGSSSVFDPFSLNLWDPFKDFPFPSSSSLSAFPEFSRENSAFVNTRVDWKET PEAHVFKADVPG
LKKEEVKVEVEDDRVLKISGERNVEEEDKNDKWYRVERS SGKFLRREQUPENARYVDQT
KAELKNVDVRAIEISG

>Glyceraldehyde-3-phosphate dehydrogenase [Nicotiana tabacum]; N0OOS

MAKVKIGINGFGRIGRLVARVALQRDDVELVAVNDPFISVEYMTYMFKYDSVHGOWKHHELKVKDDKT LLEG
EKAVTVFGFRNPEEIPWGQTGADY IVESTGVFTDKDKARAHLKGGAKKVIISAPS

VGKVLPALNGKLTGMAFE LEKEATYDEIKAATKEESEGKLKGILGYTEDDVVSTDE

VGDNRSSIFDAKAGIALSKNFVKLVSWY DNEWGY STRVVDLIKHMASYV(Q

>Low molecular weight heat shock protein [Malus x domestica]; NO11

MSLIPNSRRGSSSVFDPFSLNLWDPFKDFPFPSSSSLSAFPEFSRENSAFVNTRVD DVPG
LKKEEVKVEVEDDRULKISGERNVEEEDKNDKWYRVERS SGKF LRREQUPENAK VDO T
KAELKNVDVRAIEISG

>ADP-ribosylation factor BIC [Arabidopsis thaliana]; NO12

MGQTFRKLEDT FFGNQEMRVVMBGEDBAGKT T I LYKLHIGEVLSTVPT IGFNVEKVQYKNV I FTVWDVGGQE
KLRPLWRHYFNNTDGLIYVVDSLDRERIGKAKQEFQDIIRDPFMLNSVILVFANKQDMRGAMSPREVCEGLG
LLDLKNRKWHIQGTCALQGDGLYEGLDWLSATLKEVKRAGY SSVGPSFE

=ADP-ribosylation factor 1 [Solanum tuberosum]; NO14

MGLTISKLFSRLFAKKEM TTILYKLKLGEIVTTIPTIGFNVETVEYKNISETVWDVEGOD
RIrpLW DRVNEAREELMRMLAEDE LRDAVEEVEANKODL PNAMNARE ITDKLG
LHSLRQRHWY IQSTCATSGEGLYEGLDWLSNQIRNQKANCNGTMLLWLLY PEK

>PRU1_PRUAV Major allergen Pru av | (Prua 1) [Prunus avium]; N0O21

VCVETYESEFTSEIPPPRLF 1APORT BT
DSIDKENYSYSYTLIEGDALGDTLEKISYET STSHYHT GKEKASNL

FELIETYLKGHPDAYN

>Small heat shock protein [Retama raetam]; N023
MSLIPSVEGTGRRTNVEFDPFSLDIWDPFOQDFPLRT IAPSGEDTETAAVANTRIDWKET PEAHVFKADLPGLK

KEEVKVEVEEGRVEQISGERTKEKEDKNDTWHRVECSAGRFLRRFRLPENAKVEQVKASLENGVLTVIVPKE
EVKKPDVKPVQITG

>Peroxiredoxin [Populus tremula x Populus tremuloides]; N026

MAPIAVGDVLPDGKLAY FDEQDQLQEVSVHSLVAGKqGELKS KGVT
EILCISVNDPFVMKAWAKSY PENKHVKFLADGSATYTHALGLELDLOEKGLGTRSR KARNT
EGGGEFTVSSAEDILKDL

>Low molecular weight heat shock protein [Malus x domestica]; N027

MSLIPNSRRGSSSVFDPFSLNLWDPFKDFPFPSSSSLSAFPEFSRENSAFVNTRVDW DVPG
LKKEEVKVEVEDDRULKISGERNVEEEDKN DKWY RVERS SGKFLRREQLPENAKVDQT
KAELKNVDVRAIEISG

>Eukaryotic translation initiation factor 4D [Medicago sativa]; N028
MSDEEHQFESKADAGASKEYPOOAGTIRKNGY IVIKNRPCKVVEVSTSKTGKHGHAKCHFVAIDIFTSKKLE
EVYVPSSHNCDVPHVNRTDYQLIDISEDGFVSLLTENGNTKDDLKEPTDDSBUTOIRDGFAEGKDLVYVSVMS
AMGEEQICALKDIGGKN

>Major allergen Pru p 1 [Prunus persica]; N029

MPLCSLFILLILNLLIITMGVFTYESEFTSEIPPPRLE IAPQAT
KKITFGEGSQYGYVKH ISYET STSHYHTKGD

VEIKEEHVKAGKEKASNLFKLIETYLKGHPDAYN



Additional file 2 (continuation)
>Small heat shock protein [Prunus persica]; N031

MALS LFGGRRENVEDPES LDIWDPEEGLGTLANIPPSARE T TAIANTRIDW KEEV
KVEVDDEKVLHISGERSREQEEKNDKWHRIERSTGKFSRRERLPDNAK I DOV EEEKR
PQVKAIDISG

>Small heat shock protein [Prunus persica]; N032
MALSLFGGRRSNVFDPFSLDIWDPLEGLGTLANIPPSARETTATIANTRIDWKETPEAHTFIADLPGLEKEEV
KVEVDDGKVLHISGERSREQEEKNDEWHRIERSTGKESRREFRLPDNAKTDOVEASMENGVLTVTVFKEEEKR
POVKAIDISG

>Superoxide dismutase [Nicotiana plumbaginifolia]; N033

MVKAVAVLSSSEGVSGT IFFTQDGDAPTTVTGNVSGLKPGLHGFHVHALGDTTNGCMSTGPHYNPAGKEHGA
PEDEVRHAGDLGN ITVGEDGTASFT LT DKQIPLAGPOST IGRAVVVHADPDDIGKGGHEL SKTTGNAGGRVA
CGIIGLQG

>Thioredoxin H [Prunus persica]; N035
MAEENQVIGCHTTQAWEEQLHKGNENKKLVVVDETASWCGEPC

SEEWGVEAMPTFLFLKEGKIVDKVVGAKKDELOTKVAKHVARAAARSAT SASATAATATATASA

>Low molecular weight heat shock protein [Malus x domestica]; N037
MSLIPNSRRGSSSVEDPFSLNLWDPFKDFPFPSSSSLSAFPEFSRENSAFVNTRVDWKET PEAEVEKADVEG

LKKEEVKVEVEDDRVEKISGERNVEEEDKNDKWYRVERS SGKFLRRFQLPENAKVDQ I KAAMENGVLSVIVE
KAELKNVDVRAIEISG

>NADH dehydrogenase subunit F [Graffenrieda latifolia]; N042
LFLGSGSITHSMEVIVGYSPDKEONIVEMEELKKHVP I TKTAFLIGTLSLCGI PPLACFWSKDET LNDSWLY
SPVFAITACFTAGLTAFYMFRIYLLTFEGHLNVHFONYSGOKSGSCYSISPHGKEIQRNKFSLLSTTINEKG
ILFFFNTTYRIFDNEKKMIRPFISIPYFGIQNTFFYPPESDSTMLFSMSILVLFTCLVGIIGIPYNQSGIYFE
DLLSNLLNPSINLLHPNQONNSRDWYEFIINALFSVSLA

>Manganese superoxide dismutase 1 [Prunus persica]; N053
MALRTLLTREALTGSGLGLGFQSIRGFQTFSLPDLPYDYSALEPATISGEIMOQLHHOKHHETYVTNYNEALEQ
LDDAMAKGDAPTTVEKLOSATKFNGGGHINHSLEWONLAPVREDGGEPPKGSLGWAIDTNEGSLEAL IQKMNA

EGAALRGSGWVWLGVDKELKKEVVETTANODPEVIKGPSLVPLLGLDVWEHAY YLQY KNVRPDYLEN IWKVV
S KYASEVEER Y e

>Putative quinone reductase [Vitis vinifera]; N056
MATKVY IVYYSMYGHVEKLAEE IRKGAASVEGVEAKLWQVPETLHEEALSKMSAPPKSESEITITPNELAEAD

GFVFGFPTRECGMMAROFRAFLDATCEEWRAQALAGKPAGIFYSTGSQGGGQETTALTAITQLVHHGMLEFVPI
GYTFGAGMFEMENVKGGSPYGAGT FAGDGSRQPTELELQQAFHQGQY IASITKKLKGSTA

>Pectin methylesterase [Nicotiana tabacum]; N073

KRYVIRIKAGVYRENVDVPKKKTNIMFMGDGRSNT I ITGSRNVKDGSTTFNSATVAAVGEKFLARDITFQNT
AGRAKHQAVALRVGSDLSAFYRRDILAYQDSLYVHSNRQYFVQCLIAGTVDFIFGNAARVLONCDIHARRPG
SGOKNMVTAQGRTDPNONTGVVIQNCRIGATSDLRPVQKSFPTYLGRPWKEYSRTVIMQOSSITDVINSAGWH
EWNGNFALNTLFYGEYQNTGAGAGT SGRVKWRGFKVITSATEAQAYTPGR



Additional file 2 (continuation)

>Porin [Prunus armeniaca]; N0O77
MVKGPGLYLDIGKKARDLLYKDYQSDHKFTVTITYTSTGVAISSTGIRKEDEYLEDVSTOLKNKN ITTDVKVD
TDSNLREFETIDEPAPGIRA I FSFIVPDORSGKVELQYQHEYAGISTSIGLTANPIVNFSGVVGNNLLSLGT
DLSEDTASGNFTKCHNAGLNFTHTDLIASLILNDKADTVTASYYHTVSPLTNTAVGAELSHSFSSNENSLTIG
TOHALDPLTTVEKGRVNNYGRASALIQHEWRPKSFEFTISGEVDTRAIEKSAKIGLALALKP

>Triose phosphate isomerase cytosolic isoform [Solanum chacoense]; N083

MGRTFFVGGNWKCNGTSEEIKKIVATLNAGQVPSQDVVEVVVSPPYVFLPLVKNELRSDFHVARQNCWVKKG
GAFTGEVSADMLVNLGIPWVILGHSERRAILGESNEFVGDKVAYALSQGLRVIACVEETLEORESGSTMDVYV
ARQTKAIAERVKDWSNVVVAYEPVWAIGTGKVATPAQAQEVHAELRKWLQANVSAEVAASTRIIYGGSVSGA

NCKBEAGOBDVDEREVGCASERBEETDEIK: . VKK A

>Proteasome subunit alpha type 7 [Cicer arietinum]; N084
MARYDRAITVFSPDGHLFQVEYAWKSTAKLQDTRSVRKIVNLDDH IAL
ACAGLKADARVLINRARVECQSH Y IAGLQOKYTQSGGVRPFGLSTLIVGFDPYTGSP
SLYQTDPSGTFSAWKANATGRNSNSIREFLEKNFKETSGOETVKLAI RALLEVVESCEKN IEVAVMTKENGL
RQLEEAEIDAIVAEIEAEKAAREARKKAPPKDT

>Cytosolic ascorbate peroxidase [Fragaria x ananassa]; N086
MGKCYPTVSEEYKKAIDKAKRKLRGLIAEKNCAPLMLRLAWHSAGTYDVKT QPAELAHGANN
GLDIAVRLLEPIKEQFPILSYADFYQLAGVVAVEVTGGPDVPFHPG LPDAGKGSDHLREV

FGKTMGLSDODIVALSGEGHTLGRAHKERSGFEGPWI PNPLIFDNSYFTVLLSGEKEGLLQLPTDKALLSDPV
FRPLVEKYAADEDAFFADYALAHQRLSELGFAEA

>Abscisic stress ripening-like protein [Prunus persica]; N093
MSEEKHHHGLFHHHKDEDRPIETSDY POSGGYSDEGRTGSGYGGGGGY GDGGGGYGDNTAYSGEGRPGSGYG

KEEKHHKHLEHLSEAGAAAAGVEATHER ESKKDPE

GGGGYGESADYSDGG
HAH KEAKEEEEESHGKKHHHLE

>Quinone-oxidoreductase QR2 [Triphysaria versicolor]; N096

RLAQE IKKGAESVGNVEVKLWQVPE I LSDEVLGKMWAPP
KTQALAGKPAGTFFSTGTQGGGQETTALTATTQLTHHGMT YVPT
FAGADGSRQPSDIELKOAFHOGMY IAGITKKIKQTSA

GYTFGADMEFNMEKI

>Iron-binding protein [Pyrus pyrifolia]: N111
MSTTSLRAISTFSVPSKLGDOGGAVSTLLSNSKLGSSSSALSFKPQRKLEKFAVSASSEAVALTGVVFQPFE
EVKNDAFVVPVSPQVSLARQRYTDESEAATNEQINVEYNVSYVYHALFAY FDRDNVALKGLAKFFKESSEEE
REHAEKLMEYONKRGGRVKLHSVIAAPTEFDHAEKCDALYAMELATLSTIERL TNEKBENEHKY 2ADONNDPQLM
DFIESEFLAEQVEAIKKIADYVIOLRRVGKGHGVWHFDQYLLHEGDAAN

>Annexin [Medicago sativa]; N138

SHVPSPSEDSEQLRGAFQGWGTNEGLIISILAHRNAAQRKS IRETYTQTHGEDLLKDLDKELSSDFEKAVLL
WTLDPAERDAFLANQATKMLTSNNSI IVEIASTRSPLELLKAKQAYQVRFK LLVP
LVGIHRYEGDEVNMTLAKSEAKLLHEKIADKAYNHDDLIRIVTTRS IDKDLETD
SDDEYLKLLRAAIKGLTYPEKYFEELLRLAINKMGTDENALTRVVTTRAEVDLORIAEEYQRRNSVPLDRAT
DKDTSGDYQKILLALMGHDE

>Annexin [Medicago sativa]; N139
SHVPSPSEDSEQLRGAFQGWCTNEGLITISILAHRNAAQRKSIRETYTQTHGEDLLKDL DKELSSDE‘EK-

WILDPAERDAFLANQATKMLTSNNSIIVEIASTRSPLELLKAKQAYQVRFKKSLEEDVAYHTSEDIRKLLVP

LVGIHRYEGDEVNMTLAKSEAKLLHEK IADK-H DD-I VITRSKAQLNATLNHYNNEFGNVIDKDLETD
SDDEYLKLLRAAIKGLTYPEKYFEELLRLAINKMGTDENALTRVVITRAEVDLORIAEEYQRRNSVPLDRAT
DKDTSGDYOKILLALMGHDE



Additional file 2 (continuation)

>NAD-dependent malate dehydrogenase [Prunus persica]; N140
MAKGPVRVLVTGARGQIGYALVPMIARGVMLGADQPVILHLLDIPPAREALNGV GVVAT
TDVVEACTGVNIAVMVGGFPRKEGMERKDVMSKNVS I YKSQASALEKHARANC

BPSTPERN ITCLTRLDENRALGQVSERENVOVSDVENYV I IWGNHSSSQYPDVNHATVKTPSGEKAVRELVAD
DAWLTGEFITTVQQRGAAT TKARKLSRATLSAASSACDHIRDWVLGT PEGTWVSMGVYSDGSYNVPSGLIYSE
PVTCONGENK IQEESTDBHSR - KEDATADBESEERA LA YSCLS

>Cytosolic aldolase [Fragaria x ananassa]; N155

MTAYRGEKYADELIKNAAYIGTPG RFDSIKVENVEENRRALRELLFTAPGVLOYLSGYV
ILFEETLYQKTAEGKPFVDVLNEGGVLPG IKVDKGVVELKGTDGETTTQGLDGLGARCAK_FAKWR
AVLKIGPNEPSQLSINENANGLARYATITCQENGLVPIVEPEILVDGPHSIDECADVTERVLAACY KALNDHH
VLLEGTLLKPNMVTPGSEAK LORTTPAAVPAVVELSGGOSEEEATLNLNAMNQLKGEKK

PWTLSFSFGRALQASTLKAWSGKKENVKAAQEALLTRAKANSEATIGTYRG DA KIGEGARESTHVKDYRY

>1-aminocyclopropane- 1-carboxylate oxidase [Prunus persica]; N162
MENFPIINLEGLNGEGRKATMEKIKDACENWGFFELVSHGIPTEFLDTVERLTKEHY ROQCLEQREKELVASK
VMKEFALKLEKLAEQLLDLLCENLGLEQGYLK

GLRAHTDAGGLILLEFQDDKVSGLOLL HSIVIN
LGDQLEVITNGKYKSVEH EAEEENQVYP L

YAGLKFQPKEPRFEAMEKAVETNISLGPIATA

>1-aminocyclopropane- 1-carboxylate oxidase [Prunus persica]; N163
MENFPIINLEGLNGEGRKATMEKIKDACENWGFFELVSHGI PTEFLDTVERLTKEHYRQCLEQRFKELVASK
VMKEFALKLEKLAEQLLDLLCENLGLEQGYLK
GLRAHTDAGGLILLFQDDKVSGLQLLmN
LGDOLEVITNGKYKSVEH SIASFYNPGSDAVIYPAPTLVEKEAEEKNQVYP L

YAGLKEQPREPRFEAMKAVETNISLGPTATA

>1-aminocyclopropane-1-carboxylate oxidase [Prunus persica]; N164
MENFPIINLEGLNGEGREATMEKIK
NVMEKEFALKLEK

LGDOLEVITNGKYKSVEHRVIAQTDGTR EAEEKNOVYPKFVFEDYMKL
YAGLKFQPKEPRFEAMKAVETNISLGPIATA

LTKEHYRQCLEQR

>Oxidoreductase [Arabidopsis thaliana]; N165
MKAWVYSDYGGVDVLKLESNIVVPEIL AARLNPVDAKRRQGKFKATDSPLPTVPGYDVAGVVV
KVGSAVKDLKEGDEVYANVSEKALEGPKQFGSLAEYTAVEEKLLALKPKNIDFAQARGLPLATIETADEGLVR

ILVLNGAGGVGSLVIQLAKHVYGASKVAATASTEKLE LVRSEGADEATDYTREN I EDLPDKYDV
VFDAIGMCDKAVKVIKEGGKVVALTGAVT PPGFRFVVTSNGDVLKKLNPY IESGKVKPVVDPKGPFPFSRVA
DAFSYLETNHATGKVVVYPIP

>Actin [Helianthus annuus]; N170

MAHEGEIQPLVCDNGTGMV VEPSIVGRP GILTLK.
NREKMTQIMFETEFNVPAMYVAIQAVLSL

YASGRTTGIVLDSGDGVSHTVPIYKGYALPHATILRLDLAGRDLTDSLMKILTERGYMEFTTTAEREIVRDMKE

KEAYVALDYEQELETARS SSSVE FRCPEVLFQPSLIGMEAAGTHETTYNS IMKCD
VDIRKDLYGNIVLSGGSTMFPGIADRMS IKVVAPPERKYSVWIGGS ILASLSTFQOMWIS

KGEYDESGPSIVHRKCF




Additional file 2 (continuation)

>Actin [Helianthus annuus]; N172
MADAEDIQPLVCDNGTGMVKAGEAGDDAPRAVFPSTVGRPRHTGVMVGMGOKDAY VGDEAQSKRG I LTLKYE
TEHGIVSNWDDMEK [WHHTFYNELRVAPEEHPVLLTEAPLNPKANREKMTQIMFET FNVPAMYVATIQAVLSL
YASGRTTGIVLDSGDGVSHTVPIYEGYALPHAILRLDLAGRDLTDALMKILTERGY SFTTTAEREIVRDVKE

SSSSIDKSYELPDGQVITIGRAERFRCPEVLFQPSLIGMEARGIHETTYNSIMKCD
VDIRKDLYGNIVLSGGSTMFPGIADRMSKEITALAPSSMK [ KVVAPPERKY SVWIGGSILASLSTFQOMWIA
KAEYDESGPSIVHRKCE

>Alpha-1,4-glucan-protein synthase [UDP-forming]; N183

MASLPKPTPLL LDFLEMWRPFFEQYHLIIVQDGDPSKVI
GPKESCISFRDSAC DPTGHE
EGTDFVRGYPFSLREGVPTAVSHGLWLNIPDYDAPTQLVKPHERNTREVDAVLT I PKGS
ELIGPAMYFGLMGDGQPIGRYDDMWAGWCI KVICDILGYGY KEYKGIFWQEE
IIPFFQAATLSKDCTSVOKCY IELSKQVKEKLGT IDPYFIKLADAMVTWVEAWDEINNNKSEETTSTKASEV
AATK

>Anthocyanidin synthase [Prunus persica]; N187

DEGPQVPTI DL_ERCREELKKAAVDWGVMHLVNHGISDELMDRVRKAGiFEKY
ANDQASGKIQGYGSKLANNASGQLEWEDY FFHLVYPEDK ELRALATKVLR
VESICIEIEECR EXEVECIEELIEOMR 1N Y Y PLCPQPELALGVEAHTDVSALTFILHNMVPGLQLFYEGKW
VTAKCVPNSIIMHIGDTIEILSNGKYKSILHRGMVNKEKVRISWAVFCEPPKEKIILK

>Endopolygalacturonase [Prunus persica]; N193
MANRRSLFSLSLIFVFMINSAIATPVTYNVASLGAKADGKT DSTKAFLSAWAKACASMNPGY I VPACTEEL
VIGNAANWIFFHHVNGVTISGGILDGQGTALWACKASHGESCP
SGATTLGFSDSNNIVVSGLASLNSQMEH IVINDCONVQMOGY

IKSWGRPSTGEFA
FDCSPKHPCSEIKL
EDVKLTYKNQARESSCSHADGTTEGVVQPTSCL

>NADP-dependent isocitrate dehydrogenase [Prunus persica]; N201
MAFQKIK_VFWKS IKDKLILPFLELDIKYFDLGLPHRDATDDKVTVESAEATLKYNVA
IKCATITPDEGRVKEFNLKSMWRSPNGT IRNILNGTVFREPILCKNIPRLIPGWTKPICIGRHAFGDQYRAT

DAVIKGPGKLKLVEVPDGKDEKTELEVYNFTGEGGVALAMYNTDES I KWPLYLSTENT
ILKKYDGREKDIFQEVYEAKWKSQYEAAGIWYEHRLIDDMVAYALKSDGGY VWACKNY DGDVQSDFLAQGEG

SLGLMTSVLVCPDG HYRVHOKGGETSTNSTASTFAWTRGLAHRAKLDDNAKLLDETQK
LEEACIGTVESGEMT LARNHYLNTEEFIEAVAEELRARLSLKE

>Glutamate Dehydrogenase 1; oxidoreductase [Arabidopsis thaliana]; N208

MNALAATNRNFKLARRLLGLDSKLEKSEELIPERE I KVECTIPKDDGTLASFVGFRVQHDNARGPMKGGIRYH
PEVDPDEVNALAQLMTWKTAVAKIPYGGAKGGIGCDPSKLSISELERLTRVETQKIHDLIGIHTDVPAPDMG
TGPQTMAWILDEYSKFHGYSPAVVTGKP IDLGGSLGRDAATGRGVMFGTEALLNEHGKT ISGQRFVIQGFGN
VGSWAAKLISEKGGKIVAVSDITGATRNKDGI DI PALLKHTKEHRGVKGFDGADPIDPNSILVEDCDILVPA
ALGGVINRENANE IKAKFIIEAANHPTDPDADEILSKKGVVILPDIYANSGGVTIVSYFEWVONIQGFMWEEE
KVNDELKTYMTRSFKDLKEMCKTHSCDLRMGAFTHGVNRVAQAT I LRGWGA

>Phosphoserine aminotransferase, chloroplast precursor [ Spinacia oleracea]; N209

MAMAATSSTQTNLFLEKAPEFNPOONCQOTHFLPLNFEIRNPISRITCSATPTATAVSTTTEKIDQRSEERVENE
AAGPAVLPENVLOKAQSELLNWRGSGMSVMEMSHRGKEFTSIIDKAEADLRTLLNIPSDYTVLFLOGGASTO
FSAIPLNLCTPDSAVDY IVTGSWGDRKAAKEAAKY ARAVSSIWSGKSDNYVRIPNFDGSEFVONSQARYLHICA
NETIYGVEFKKYPVEANPDGFLVADMSSNFCSKPVDVT DLIGNAQEKM
TPVMLDYKIHADNKSLYNTPPCYGIYMCGLVEFEDLLNQGGLVEVEKEKNKAKAQVLY DATDESNGEYKCPVEK

SVRSIMNVPFTLERSELEGDFIKEAAKEKMVATLKGHRSVGGMRASTYNAMPLAGVER VAFMKE FQRKHA




Additional file 2 (continuation)

>Quinone-oxidoreductase QR1 [Triphysaria versicolor]; N222
MAGKLMRAVQYDGYGGGAAGLKHVEVPIFSPGKGEVLIKLEATSLNQLDWKLONGMVRPFLPRKEPEIPATD
VAGEVVRIGQDVKNFKPGDKVVAMLGSFGGGGLAEYGVASEKLTVHRPPEVSARESSGLPIAGLTRAHMALTQ
HIGLNLDKSGPH LGNTHVTATCGSENEFDLV TPEGAALKS
PSGEKYDAVIHCASPLPWSVEFKPNLSKHGKVIDITPGPRVMLT SAMTKLTCSKKRLVTLLVVIKGEHLSY LYV
ELMREGKLKTVIDSKFSLSKAEEAWAKSIDGHATGKIVVEP

>Catalase [Prunus persica]; N228
MDPYKHRPSSAFDSPYWTTNAGAPVWNNDSSLTVGPR LATFDRERIPERVVHARGASAK
GFFEVTHDISQLTCADFLR GSPETLRDPRGFAVEEYTR

VRDAMKEBDALR: F 2Nk

GRVHYVKEHWKPTCGVECLLEDEATIKVGGANHSHATE

LVLNE
CPHHNNHHEGEMNFEMHR

ERYRSWAPDROERFIRRWVDALSDPRVTHEIR

>Catalase [Prunus persica]; N229
MDPYKHRPSSAFDSPYWTTNAGRPVWNNDSSLTVGP LATFDRERIPERVVHARGAESAEK

DAMKFPDAIRAFKPNE ILDFFSHLPESLHTFAFFYDDLGVPOQDYRHMEGSSVHAYTLISKA
GEVHYVKEFHWKPTCGVKCLLEDEATIKVGGANHSHAT
.TWPE‘.DILPLQPVGRLVLN LOTRIFAYSDTORH
CPHHNNHEEGEMNFMH REKCVIEKENNFKQPG
ERYRSWAPDROEREIR SLGOKLLSRLNVRPSI

>Dehydrin-like protein [Prunus persica]; N231
KTDEYGNPVHHTTTGTGRTDEFGNPVOHGVADTGY GTGAGY GTHTKPGVVEHHGVPAVLHSKDDQY SRDTQT

TTGGYGGDGYTGGEHQEKKGLLGOLODKLPGGN KGVIGQVKDK
LPGGQKDDQYC DKLPGGOKDDQYCRDTHPTTGAYGGAGYTG

GEHQEKKGI IGQVKDKLPGGQKDDQYCHDTHPTTGAYGGAGYTGGDTREKKGI IGQVKDKLPGGOKDDHYSH
KKGTIDQVKDKLPGGOKDDHYSHETHPTTGAYGGAGYTGDDTREKKGVVEK
RKGVGEKVKEKLPGGHKDDQY LHDTHPTKPTSARHGGVGHT

VE
GGEPQLHEKKGLIEKIKDKLPGHNN

>Dehydrin-like protein [Prunus persica]; N232
TDEFGNPVOHGVADTGYGTGAGY GIHTKPGVVEHHGVPAVLHSKDDOQY SRDTQT

TTGGYGGDGYTGGEHQEK LPGGN KGVIGQVKDK
LEGGQKDDQYC DKLPGGOKDDQYCRDTHPTTGAYGGAGYTG

GEHQEKKGIIGOVKDKLPGGOKDDOYCHDTHPTTGAYGGAGY TGGDTREKKGI IGQVKDKLPGGQ_
KKGIIDQVKDKLPGGQKDDHYSHETHPTTGAYGGAGYTGDDTREKKGVVEK
VKEKLPGGONVHPTTGPYGGGGAAGIGETRERKGVGERKVKEKLPGGHKDDOYLHDTHPTKPT SARHGGVGHT
GGEPQLHEKKGLIEKIKDKLPGHNN

=UTP-glucose-1-phosphate uridylyltransferase [Pyrus pyrifolia]; N246

MAAVATGNVDKL YVSGEEAQHVEWSKIQTPTDEVVVPYDGLAPTPEDP
EETKKLLDKLVVL SVIEVRNGLTFLDLIVIQIENLNNKYGSCVPLLLMNSENTHDD
TOKIVEKYS
YVFIANSDNLGAVVDLKILHHLIO QLLEIAQVPDQHVNEFKSI
EEKFEIFNTNNLWVNLNATK
VEATSDLLLVOSDLYTLODGEVTRNSARKNPENPT IELGPEFKKVGSYLSRFKSIPSILELESLEKVSGDVWE
GAGVVLKGEVT ITAKSGVKLEIPDNAVIANKDINGPEDL




Additional file 2 (continuation)
>ATPase subunit [Beta vulgaris subsp. vulgaris]; N251

MEFS PRAABLAN

VGIVVEGSDTRAIKEGDLV

GIALNLENEN
LGRVVDALGVPIDGRGALSDHERRRVEVKAPGI IERKSY
GORELIIGDRQTG OLNSKATSESETLYCVYDAVGQKRSTV
AQLVQILSEANALEYSILVAATASDPAPLQFLAPYSGCAMGEY FRONGMHADIEYDDESKOAVAYROMSLLL
RRPPGREAFPGDVFYLHSRLLERAAKRSDQTGAGSLTALPVIETQAGDVSAY IPTNVISITDGQICLETELF
YRGIRPAINVGLSVSRVGSAAQLKAMKQVCGS PKEUENAQYREVAAFAOFCSDEDAATOALINRGARLTEVPK
QPQYAPLPIEKQILVLYGAVNDFCDRMPLDKISQYERT IPNSVKPELLQSLKGGLTNEKKMELDSFLKECAL
NY

>Pyruvate decarboxylase [Fragaria x ananassa]; N255
MDTKIGSIDVCKTENHDVGCLPNSTTSTVQDSVPSTCLSSADATLGRHLARRLVQIGITDVETVPGDENLTL
LDHLIAEPGLTNIGCCNELNAGYAADGYARSRGVGACVVTFTVGGLSVLNAIAGAYSENLPVICIVGGPNSN
DYGTNRILHHTIGSPDFSQELRCFQTVTCFOAVVNNLEDAHELIDTAISTALKESKPVY ISIGCNLAGIPHP
TESREPVPFSLSPKLSNKWCLEARVEARAE FLNKAVKPVMVCGPKLRSAHACDAFVKLADASCFALAVMPSA
KGOVPEHHPHFIGTYWGAVSTAFCAEIVESADAYLFAGPIFNDYSSVGYSLLLKKEKAT IVQPDRVTIGNGP
TFGCVLMKDFLVGLAKKLKHNNTAYENYRRIFVPDGHPLKARPKEPLRVNVLFKHIQ
SWENCOKLKLPPGCGYEFQMQYGS IGWSVGATLGYAQAVPEKRVIAFIGDGS FQVTAQDVSTMIRNGQRT I T
FLINNGGYTIEVEIHDGPYNVIKNWNYTGLVDAIHNGEGKCWT TKVRCEEELIEATETANGPKKDRLCFIEY
IVHKDDTSKELLEWGSRVSAANSRPPNPQ

>NADP-dependent malic enzyme (NADP-ME) [Vitis vinifera]; N303

MESTLKDIRDGASVLDLDPKATVGGGVEDLYGEDFATEDQLVT PWTVSVASGY SLLRDPRHNKGLAFNDKER
DAHYLCGLLPPVVSTQELQERKLMNS IRQYQVPLOKYMAMMDLQERNERLFYKLLIDNVEELLPVVYTPTVG
EACQKYGSIFRRPQGLY ISLKEKGKILEVLKNWPERRIQVIVVTDGERILGLEDLECOCMEIPVEKLSLYTA
LGGVRPSACLPITIDVGTNNEKLLANEFY IGLKQRRATGKEYSEFLOEFMSPVKQNYGEKVLIQFEDFANHN
AFDLLAKYGTTHLAFNDDIQGTASVVLAGIVSALRLLGGTLADHKFLFLGAGEAGTGIAELIALEMSKQTKC
PIEETRKKEWEVDSKGL 1VGSRKDSEO)FKKEWANBHEBVKDLLDAVKy TREIVETCSSGVGKAF TKEV IEA
MASCNEKPLILALSNPTSQSECTAEEAYTWTQGRAIFASGSPFDPVEYNGKT FVPGQANNAY I FPGLGMGLY
ISGAIRVHDEMLLAASEALARQVTQENFDKGLIYPPFSNIRKISAHTAANVARKAYELGLATRL.PQPENLVK

YAESCMYSPVYRSYR

>NADP-dependent malic enzyme (NADP-ME) [ Vitis vinifera]; N304
MESTLKDIRDGASVLDLDPKATVGGGVEDLYGEDFATEDQLVTPWTVSVASGYSLLRDPRHNKGLAFNDKER
DAHYLCGLLPPVVSTQELQERKLMNS TRQYQVPLOKYMAMMDLOERNERLFYKLLIDNVEELLPVVYTPTVG
EACQKYGSIFRRPQCLYISLKEKGKILEVLKNWPERRIQVIVVTDGERILGLGDLGCQGMGI PVGKLSLYTA
LGGVRPSACLPITIDVGTNNEKLLANEFY IGLKQRRATGKEYSEFLQEFMS PVKQNYGEKVLIQFEDFANHN
AFDLLAKYGTTHLAFNDDIQGTASVVLAGIVSALRLLGGTLADHKFLFLGAGEAGTGIAELIALEMSKQTKC
PIEETRKKIWLVDSKGLIVGSRKDSLOOFKK PWAHEHEPVKDLLDAVKVIKPTVLIGSSGVGKAFTKEVIEA
MASCNEKPLILALSNPTSQSECTAEEAY TWTQGRAIFASGS PFDPVEYNGKTEFVPGQANNAY I FPGLGMGLY
ISGAIRVHDEMLLAASEALARQVTQENFDKGLIYPPFSNIRK I SAH I AANVALKAYELGLATRLPOPENLVK
YAESCMYSPVYRSYR

>Pyruvate decarboxylase [Fragaria x ananassa]; N305

MDTKIGSIDVCKTENHDVGCLPNSTTSTVQDSVPSTCLSSADATLGRHLARRLVQIGITDVEFTVPGDFNLTL
LDHLIAEPGLTNIGCCNELNAGYAADGYARSRGVGACVVTEFTVGGLSVLNATAGAY SENLPVICIVGGPNSN
DYGTNRILHATIGSPDFSQELRCFQTVTCFQAVVNNLEDAHELIDTAISTALKESKPVYISIGCNLAGIPHP

TESREPVPFSLS PKESNKWCLEARVEARAE FINKAVKEVMVGEPR L RSAHAGDAFVKLADASGFALAVMPSA

KGOVPEHHPHFIGTYWCAVSTAFCAEIVESADAYLFAGPIFNDYSSVGYSLLLKKE

-DFLVGLAKKLKHNNTAYENYRRI FVPDGHPLKAAPKEPLRVNVLFKH I_
L

KLPPGCGYEFQMOYGSIGWSVGATLGYAQAVPEKRVIAFIGDGSFOVTAQDVSTMIRNGORTIT

FLINNGGYTIEVETIHDGPYNVI CWITKVRCEEELTIEATETANGPKKDRLCEFIEV
IVHKDDTS




Additional file 2 (continuation)

>Thaumatin-like protein [Prunus persica]; N310

MMESQAALLGLTTLAILFFSGAHAAKITETNRECSY TVWPGTLTGDQEPQLSLTGFELATGISRSVDAPSPWS
GRFFGRTRCSTDASGEFTCATADCGSGOVSCNGNGAAPPATLVEITIASNGGQDFYDVSLVDGEFNLPMSVAP
QGGTGKCKASTCPADINKVCPAPLOVKGSDGSVIACKSACLAFNQPKY CCTPENDKEETCPPEPDY SKLEKTQ
CPQAYSYAYDDESSTFTCSGRPAYLITFEFCP

>Glutathione S-transferase [Cucurbita maxima]; N313
MADEVKLLDEWPSMFGIRVRIALAEKGVRIEYMEQDLRNKSPLLLOMNPVHKKIPVLVHNGRPICESSTIIVO
Y IDEVWEDRAPLLPSDPYORAQARFWVDE IDKKLY DAGREVWTGKGEEVEAGKELIGVLKQLEEVLGEKGEE
GGERLGEVDIALIGFHSWEYTYEAFGKLS IEAECPRIMGWAKRCLEKESVSKSLPDSKEVYDEFAVOMEKKALG
LE

>Putative glycine-rich RNA binding protein | [Catharanthus roseus]; N322
MASADVEFRCEFVGGLAWATTDOSLSEAFSQYGEVLESKIINDRETGRSRGEGEVT FGDEKSMEDATIEGMNGO
TLDGRNVTVNEAQSRGSGEGEEEEGEFRGPRREGGGCY GGGGRRNGGYGGNGGGY GGGRRDGGRRW

>Hypothetical protein [Oryza sativa (japonica cultivar-group)]; N323

MPATRASRCTSDPCHPGW IWTAGVCRRWLATVAADNGGWTVVAGWGC PWRWRWRWRWWLTVVAGDGGGCG
SGGGGCRRWY LGRRWLKATIIRLTVRHRRRRY VEAGKGSRGGEGGVWVRARRRRREQLWAG IAGESLAEPF
GQLMASFPSLEALF



