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conserved

DNA replication functions

ABC transporter, stress protein

ribosomal proteins, translation functions

ribosomal proteins, transcription functions

enolase, ribonuclease, transcription function:

ATP synthase chains

ribosomal proteins, HU protein

ribosomal proteins, DNA primase

ribosomal proteins

ABC transporter

NCC533
BL261

ATCC332007

BL263

ATCC333237T

variable

mucin binding protein - LJ0047

arsenical resistance — LJ0230-LJ0232

prophage Lj965 — LJ0288-LJ0330

sec locus — 1.J0384-LJ0389*
hypothetical fimbrial protein — LJ0391*

peptide metabolism — LJ0732-LJ0726
PTS - LJ0739-LJ0744

lactacin F — LJ0766-LJ0775*

lactose utilisation cluster — LJ0854-L.J0858*

eps operon — LJ1021-L.J1035
rhamnose operon — LJ1048-LJ1052*

cluster of hypothetical proteins — LJ1094-1.J1098
iron-sulfur flavoprotein— LJ1119

cluster of hypothetical proteins — LJ1229-1.J1244
metabolic cluster with transketolase — LJ1257-1268

ABC transporter and hyp. proteins flanqued by transposases — LJ1292-1.J1298*
cluster of hypothetical proteins — LJ1312-1.J1316

prophage Lj928 — LJ1418-LJ1465

exogenous deoxyriboses metabolic cluster — LJ1654-1LJ1661
IgA protease, PTS galactitol — LJ 1680-LJ1683
glycosyltransferases — LJ1707-LJ1710*

Potentially Autonomous Unit — LJ1749-LJ1745

cell surface protein, PTS — LJ0641-LJ0635

cell-wall bound proteinase and cell surface proteins — LJ1839-LJ1841



