Methylation score (% BATMAN)

Methylation score (% BATMAN)

N = 55,143

(A) (B)
421 24
221
201
18-
16;
14
33 T r : ' 12 . : . .
-500  -250 0 250 500 -500  -250 0 250 500
Base-pairs from predicted TFBS in CGI
N =716,078
(C) (D)
55.8 73.5;
55.6 i
73.0;
554
55.2 72.51
550 72.07
54.8 .
71.5 it
54.61
54 .4 : . . . 71.0 . . . .
-500  -250 0 250 500 -500 -250 0 250 500

Base-pairs from predicted TFBS outside CGI



