
FLX Titanium transcriptome reads

Data processing 
(quality trimming, adaptor removal, 

poly-A masking)

Sequence assembly: MIRA 3.0.5

Contig sequences

ESTScan

Local BLASTx against NCBI

E-value ≤ 10-6

Local BLASTx against nr NCBI 
database

E-value ≤ 10-2

Candidate genes

hits

no hits

hits

hits

no hits

Functional annotation
(GO, InterPro)


