Additional File 3: Differentially expressed genes (3.25 fold) in double HAT mutants

Down-regulated

Gene

elp3

genS
SPAC57A10.06
SPCC794.04c
SPBPB2B2.08
SPBC215.11¢
isp5
SPAC869.05¢
gst2
SPAC18G6.12¢
SPCC569.03
SPAC23H3.15¢
srx1
SPCC663.09¢
zyml

fipl
SPAC29B12.10c
SPBC27.05
SPACIF12.03c
SPBC16A3.16
strl
SPBPB2B2.01
SPCC1902.02
SPAC17A5.09¢c

isp4

Agen5 Aelp3

Log2 p-value
Change

-5.81 3.53E-15
-5.62 6.60E-04
-3.46 5.93E-04
-3.34 1.09E-04
-2.75 1.11E-02
-2.67 5.73E-05
-2.41 1.82E-02
-2.32 1.45E-03
-2.09 3.99E-02
-2.08 1.37E-05
-2.06 8.21E-06
-2.05 4.57E-03
-2.04 4.26E-04
-2.00 1.04E-04
-1.99 2.51E-03
-1.98 2.69E-03
-1.95 6.76E-04
-1.93 1.65E-05
-1.92 3.52E-04
-1.90 1.98E-03
-1.89 1.79E-03
-1.88 1.61E-03
-1.80 8.76E-05
-1.79 2.52E-08
-1.76 2.08E-06

Gene

his3

genS
SPBPB10D8.02c
SPBPB10D8.01
SPBPB2B2.06¢c
SPAC1039.02
SPAC186.05¢
mst2
SPBPB2B2.05
SPAC977.14c
SPAC186.03
SPAC186.06
SPBPB2B2.01
SPAC57A10.06
SPBC359.04c
SPBPB21E7.10
soul
SPBC947.04
SPBPB2B2.08
SPAC977.05¢
SPBC26HS.11c
obrl
SPCC663.09¢
SPBC1683.02
SPAC977.15
fta5

SPBC3H7.07¢c

Agen5 Amst2

Log2 p-value
Change

-7.51 3.17E-04
-5.32 3.85E-04
-5.00 2.88E-08
-4.81 3.53E-08
-4.77 1.43E-08
-4.73 8.49E-07
-4.59 2.32E-08
-4.41 7 41E-04
-4.06 1.93E-04
-4.05 4.22E-04
-3.63 7.22E-10
-3.41 2.97E-06
-3.30 9.24E-07
-3.11 5.55E-04
-2.98 1.81E-09
-2.89 1.02E-05
-2.87 5.39E-09
-2.80 1.92E-06
-2.59 8.09E-03
-2.38 7.28E-04
-2.35 4.53E-08
-2.35 9.26E-04
-2.34 4.39E-06
-2.31 2.23E-06
-2.26 3.04E-02
-2.17 1.44E-06

-2.12

3.86E-07

Gene

elp3
SPBPB2B2.09¢
SPBPB2B2.06¢c
mst2
SPBPB2B2.05
SPBPB10D8.02c
SPBPB2B2.10c
SPBPB2B2.08
SPBPB2B2.13
SPCC794.04c
SPBPB2B2.01
SPBC660.05
SPAC22F8.05
SPAC57A10.06
strl
SPAC869.05¢
ght5
SPAC23H3.15¢
SPCC569.03
invl
SPBPB10D8.01
SPBC16A3.16
ght4
SPCC622.05

isp4

Amst2 Aelp3

Log2
Change

545
5.12
-4.69
437
373
370
3.62
-3.40
336
324
3.02
294
258
258
244
241
240
232
222
2.13
2.10
197
-1.89
-1.85

-1.74

p-value

1.53E-15

1.07E-13

1.86E-08

8.06E-04

4 40E-04

1.98E-06

2.63E-06

1.02E-03

2.77E-04

4.43E-05

3.01E-06

1.64E-03

8.09E-05

2.76E-03

5.05E-05

3.81E-04

2.87E-08

6.68E-04

6.85E-07

1.48E-02

8.44E-04

5.65E-04

8.80E-03

1.07E-04

5.36E-07



Up-regulated genes

Gene

pma2

SPCC74.02¢

SPBC1861.06¢c

SPAC4F10.08

mpfl

SPCC830.04c

mei4

SPBC1348.01

SPBC354.08c

mam?2

SPAC977.07¢

Agen5 Aelp3

Log2
Change

1.86

1.86

1.76

1.89

1.91

2.00

202

203

2.15

2.16

p_
valu

1.69

E-04

6.50
E-08

6.74
E-06

5.76
E-08

4.35
E-06

497
E-06

797
E-06

5.55
E-03

3.56
E-06

1.63
E-02

1.03
E-07

SPAC23C4.06¢c
SPCC1223.13
SPCC569.05¢
SPAC24B11.14
SPAC869.05¢
SPBPB2B2.18
SPAC8C9.05

SPBC359.03¢

Gene

SPAC167.06¢c

ste4

SPBC16E9.16¢c

SPAC5H10.01

SPCP31B10.06

SPAC31G5.07

meulO

SPCC1393.12

SPBC725.10

isp3

SPBC1289.16¢

-2.10 3.77E-05
-2.09 1.45E-04
-2.07 7.09E-04
-2.07 2.73E-03
-2.05 1.65E-03
-1.95 1.44E-03
-1.94 5.72E-07
-191 1.26E-11
Agen5 Amst2
Log2
Change p-value
1.80 1.42E-04
1.97 9.48E-06
2.04 3.18E-08
2.06 2.73E-02
2.06 1.01E-06
2.07 6.02E-09
2.09 3.59E-07
2.09 1.29E-09
2.12 6.57E-04
2.18 1.15E-05
2.18 1.83E-04

Gene

ctr5

SPCC132.04c

SPCC830.04c

mug97

SPCC330.03¢

SPAC6C3.03¢c

SPAPB1A11.0

1

SPAC56F8.12

mde2

SPBC2G2.17¢

spo6

Amst2 Aelp3

Log2
Change

1.87

1.86

1.85

1.84

1.81

1.92

1.97

1.98

2.00

202

203

p-value

4.14E-08

9.18E-06

1.78E-06

9.60E-09

1.20E-06

1.73E-06

241E-07

3.35E-08

7.89E-06

8.49E-06

2.28E-08



SPAC186.01

mug97

ctr4

SPAC750.07¢

mde2

SPAC750.04¢

SPBPB8B6.03

spo6

SPCC777.04

spnS

mcp3

SPAC1952.04c

spn6

SPAC2E1P3.02¢

SPBPB8B6.02c

artl

alr2

dak2

SPAC977.05¢

SPBCPT2R1.08¢c

2.18

2.20

2.20

227

227

235

2.35

246

248

2.58

2.62

2.66

2.74

2.76

2.78

2.81

3.05

3.64

4.56

5.16

1.12
E-06

3.50
E-09

691
E-07

6.97
E-05

6.61
E-06

346
E-07

143
E-08

6.92
E-09

2.27
E-04

4.26
E-05

8.20
E-09

4.36
E-06

1.17
E-03

5.64
E-09

2.18
E-13

1.09
E-06

4.16
E-11

4.94
E-09

1.72
E-06

8.64
E-05

SPCC777.04

SPAC14C4.01c

thtl

SPAC13F5.03c

SPCC70.04c

SPACUNK4.17

SPBC146.02

SPCC794.04c

dak2

SPAC4H3.03c

SPBPB2B2.12¢

ght4

SPCC338.18

SPBC21D10.06¢

SPAC1F8.08

map3

rho5

wtf20

ranl

SPAC6B12.03¢c

ste7

2.19

2.19

2.23

2.24

2.32

2.32

2.33

242

2.56

2.57

2.63

2.63

2.63

2.64

2.65

2.65

2.70

2.77

2.79

2.86

2.99

2.67E-04

4 47E-07

2.19E-09

2.84E-05

1.90E-07

3.65E-05

5.56E-08

8.62E-04

1.74E-07

7.41E-05

2.11E-02

6.85E-04

4 .83E-06

1.15E-12

6.91E-08

5.28E-12

5.84E-07

3.12E-07

2 A8E-06

2.44E-05

3.26E-05

SPAPB24D3.0
Tc

SPCC737.04

alr2

SPBC1861.06¢c

SPAC2E1P3.0

2¢

SPBC354.08¢c

SPAC977.15

ctr4

SPBCPT2R1.0

8c

dak2

ura4

207

2.15

2.16

2.19

2.32

271

2.79

2.88

292

4.40

4.44

4.94E-03

3.53E-04

1.83E-09

1.62E-07

1.45E-08

1.31E-08

9.58E-03

2.52E-09

7.13E-03

391E-11

1.44E-02



SPCC737.04 2.99 8.94E-06

mapl 3.11 4.16E-06
stell 3.19 781E-06
ghtl 3.38 1 44E-02
urad 353 4.12E-02
ste6 3.56 2 49E-06
agll 3.59 1.78E-03
fbpl 3.67 579E-13
SPBC56F2.06 3.68 2.97E-06
SPAC3G9.11c¢ 3.74 8.98E-09
shk2 3.80 281E-11
spn6 3.84 1.08E-05
ppk33 3.93 1.21E-07
mei2 401 1.14E-04
SPCC794.01c 408 6.89E-04
rgsl 408 5.34E-07
SPBC4.01 420 1.88E-08
SPCC1739.08¢ 427 1.92E-03
SPBC359.06 472 7.39E-05
spk1 4.76 1.85E-06
ght3 6.19 1.63E-04
map2 6.36 9.50E-17
SPBCPT2R1.08¢ 6.70 1.71E-06

Additional File 3 lists the differentially changed genes in the double HAT mutants compared to wild-type
cells using an Affymetrix microarray.



