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Text Box
Figure S2: Enzymes belonging to the effectomes of the set MG_CUB(Bacteria_HITR) are color-coded according to the Funcat categories: 
“tricarboxylic-acid pathway (citrate cycle, Krebs cycle, TCA cycle)” (2.10) red, 
“pyruvate dehydrogenase complex” (2.08) yellow, “electron transport and membrane-associated energy conservation” (2.11) orange.




