Table S1.  P values derived from the permutation tests estimating the significance of the number of overlaps between goat CNVRs and different cattle CNVRs sets.
	
	Bae et al. [50]
	Matukumalli et al. [49]
	Liu et al. [51]
	Fadista et al. [52]
	Merge2

	Goat
	0.8 (2)1
	0.3 (2)
	< 10-4 (17)
	< 10-4 (11)
	< 10-4 (25)


1The number between parenthesis indicates the number of actual overlaps.
2Analysis including the merged CNVRs from the four cattle experiments (see Additional file 4).
Table S2.  P values derived from the permutation tests estimating the significance of the number of overlaps between different cattle CNVRs sets.

	Randomized trials

	Real CNVRs
	
	Bae et al. [50]
	Matukumalli et al. [49]
	Liu et al. [51]
	Fadista et al. [52]

	
	Bae et al. [50]
	-
	2x10-3 (10)
	0.8 (5)
	0.19 (15)

	
	Matukumalli et al. [49]
	6x10-3  (10)1
	-
	4x10-3 (7)
	0.02 (4)

	
	Liu et al. [51]
	0.8 (5)
	3x10-3  (7)
	-
	< 10-4 (50)

	
	Fadista et al. [52]
	0.14 (15)
	0.08 (4)
	< 10-4  (50) 
	-


1The number between parenthesis indicates the number of actual overlaps.
