Table S4. Oak homologs with Arabidopsis thaliana for drought stress resistance related genes with emphasis on cuticle formation

HSP percent

Pathway Family AT function TOPhit OakContigV1 peptide identity HSP evalue
Alcohol-forming Fatty Acyl-CoA Reductase
Waxes Biosynthesis (FAR) At3g11980 MS2;FAR2 FOSUT5C01A63)7.1.9r.1:1:1553:3 40.9 1E-101
Alcohol-forming Fatty Acyl-CoA Reductase
Waxes Biosynthesis (FAR) At3g44540 FAR4 FOSUT5C01A63)7.1.9r.1:1:1553:3 51.5 1E-144
Alcohol-forming Fatty Acyl-CoA Reductase
Waxes Biosynthesis (FAR) At3g44550 FARS FOSUT5C01A63J7.1.qr.1:1:1553:3 49.6 1E-137
Alcohol-forming Fatty Acyl-CoA Reductase
Waxes Biosynthesis (FAR) At3g44560 FAR8 FOSUT5C01A63J7.1.qr.1:1:1553:3 48.2 1E-134
Alcohol-forming Fatty Acyl-CoA Reductase
Waxes Biosynthesis (FAR) At3g56700 FAR7 FOSUT5C01A63J7.1.qr.1:1:1553:3 36.9 1E-78
Alcohol-forming Fatty Acyl-CoA Reductase
Waxes Biosynthesis (FAR) At4g33790 MS2like;FAR3; cerd FOSUT5C01A63J)7.1.gr.1:1:1553:3 64.0 0
Alcohol-forming Fatty Acyl-CoA Reductase
Waxes Biosynthesis (FAR) At5g22420 FAR6 FOSUT5C01A63J7.1.qr.1:1:1553:3 45.8 5E-95
Alcohol-forming Fatty Acyl-CoA Reductase
Waxes Biosynthesis (FAR) At5g22500 MS2like;FAR1 FOSUT5C01A63)7.1.9r.1:1:1553:3 51.5 1E-138
Waxes Biosynthesis Wax synthase At1g34490 FOSUT5C01AU7KY.l.qr.1:272:1357:2 41.0 4E-67
Waxes Biosynthesis Wax synthase At1g34500 FOSUT5C01AU7KY.l.qr.1:272:1357:2 41.6 1E-71
Waxes Biosynthesis Wax synthase At1g34520 FOSUT5C01AU7KY.l.qr.1:272:1357:2 36.4 5E-43
Waxes Biosynthesis Wax synthase At3g51970 WS1 FOSUT5C02HOALV.l.qr.1:1:1265:3 40.3 4E-75
Waxes Biosynthesis Wax synthase At5g51420 FOSUT5C02HOALV.l.qr.1:1:1265:3 38.2 6E-62
Waxes Biosynthesis Wax synthase At5g55320 FOSUT5C01AU7KY.l.qr.1:272:1357:2 35.1 1E-55
Waxes Biosynthesis Wax synthase At5g55330 WS4 FOSUT5C01AU7KY.l.qr.1:272:1357:2 439 1E-79
Waxes Biosynthesis Wax synthase At5g55340 WS2 FOSUT5C01AU7KY.l.qr.1:272:1357:2 41.3 9E-68
Waxes Biosynthesis Wax synthase At5g55350 FOSUT5C01AU7KY.l.qr.1:272:1357:2 40.0 4E-72
Waxes Biosynthesis Wax synthase At5g55360 FOSUT5C01AU7KY.l.qr.1:272:1357:2 43.6 3E-76
Waxes Biosynthesis Wax synthase At5g55370 FOSUT5C01AU7KY.l.qr.1:272:1357:2 38.0 5E-66
Waxes Biosynthesis Wax synthase At5g55380 WS3 FOSUT5C01AU7KY.l.qr.1:272:1357:2 44.0 3E-80
Waxes Biosynthesis CER1 At1g02190 CER1likel FOSUT5CO1A6SDH.l.qr.1:328:2214:1 333 1E-99
Waxes Biosynthesis Aldehyde Decarbonylase At1g02205 CER1 FOSUT5C01A6SDH.l.qr.1:328:2214:1 36.7 3E-87
Waxes Biosynthesis Aldehyde Decarbonylase At2g37700 CER1like3 FOSUT5C01A6SDH.l.qr.1:328:2214:1 31.4 4E-88
Waxes Biosynthesis Aldehyde Decarbonylase At5g28280 CER1like4 FOSUT5C02IKY1U.l.qr.1:1:421:2 459 5E-30
Waxes Biosynthesis Aldehyde Decarbonylase CER3 At5g57800 WAX2; CER1like2 FOSUT5C01A6SDH.l.qr.1:328:2214:1 66.3 0
Waxes Biosynthesis Aldehyde Decarbonylase CER2 At3g23840 CER2 likel FOSUT5C01BOWWW.l.qr.1:62:1351:2 35.2 7E-68
Waxes Biosynthesis Putative Transcription Factor At4g24510 CER2 FOSUT5C01BOWWW.l.qr.1:62:1351:2 40.7 2E-84
Waxes Biosynthesis Putative Transcription Factor At4g13840 CER2 like2 FOSUT5C02ITDYU.l.qr.1:1:1088:3 38.1 2E-62
Waxes Biosynthesis SHINE Atlg15360 SHN1 FOSUT5CO1C9FTB.l.qr.1:1:803:3 52.5 S5E-54
Waxes Biosynthesis SHINE At5g11190 SHN2 FOSUT5CO1CAFOH.l.qr.1:61:678:1 57.9 1E-55
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