Cell wall metabolism
Stress / defense

Other metabolic processes
Proteolysis

Unclassified

Cell wall / stress.
Carbohydrate metabolism
Nutrient assimilation
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Cycle2 Cycle2 Cycled4 Cycled Protein description (Poplar protein 1.D.)
-0.49 MPa -0.84 MPa -0.50 MPa -1.26 MPa
Phenylcoumaran benzylic ether reductase (POPTR_0002s03580.1)
Isoflavone reductase related protein (POPTR_0009s12090.1)
Alcohol dehydrogenase 2 (POPTR_0002s07290.1)
Alcohol dehydrogenase (POPTR_0005s06140.1)
(-)-Isopiperitenol dehydrogenase (POPTR_0015s07660.1)
Wound-responsive (POPTR_0010s16050.1)
Populus x generosa pop3 peptide (POPTR_0010s16030.1)
Unknown protein (POPTR_0001s05560.1)
Cysteine-rich repeat secretory protein 38 (POPTR_1698s00200.1)
Dehydration stress-induced protein (POPTR_0007s05650.1)
Thaumatin-like protein (POPTR_0018s10480.1)
Pathogenesis-related protein 8 (POPTR_0012s01160.1)
Acidic class lll chitinase (POPTR_0015s05990.1)
Class IV chitinase (POPTR_0013s12870.1)
NtPRp27 (POPTR_0001s30680.1)
Cationic peroxidase 1 (POPTR_0016s14030.1)
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=% Cysteine-rich repeat secretory protein 38 precursor (POPTR_1698s00200.1)
-l Acidic class lll chitinase (POPTR_0015s05990.1)
~/\= Thaumatin-like protein (POPTR_0018s10480.1)
Cationic peroxidase 1 precursor (POPTR_0016s14030.1)
-€- Blight-associated p12 (POPTR_0006s19310.1)



