Additional file 5. Summary of rice microarray experiments from GEO database used in this study.
	S. no.
	Series accession no.
	Sample description
	No. of replicates
	Reference

	A) Development

	1.
	GSE6893 
	Root, 7-day-old Seedling
	3
	Jain et al., 2007

	
	
	Mature leaf
	3
	

	
	
	Y Leaf
	3
	

	
	
	SAM (Shoot apical meristem)
	3
	

	
	
	Young inflorescence (P1, upto 3 cm)
	3
	

	
	
	Inflorescence (P2, 3 - 5 cm)
	3
	

	
	
	Inflorescence (P3, 5 - 10 cm)
	3
	

	
	
	Inflorescence (P4, 10 - 15 cm)
	3
	

	
	
	Inflorescence (P5, 15 - 22 cm)
	3
	

	
	
	Inflorescence (P6, 22 - 30 cm)
	3
	

	
	
	Seed (S1, 0 - 2 dap)
	3
	

	
	
	Seed (S2, 3 - 4 dap)
	3
	

	
	
	Seed (S3, 5 - 10 dap)
	3
	

	
	
	Seed (S4, 11 - 20 dap)
	3
	

	
	
	Seed (S5, 21 - 29 dap)
	3
	

	2.
	GSE7951
	Stigma
	3
	Li et al., 2007

	
	
	Ovary
	3
	

	

	B) Abiotic stress

	1. 
	GSE4471
	Rice Azucena 0ppm Arsenate (Control)
	3
	Norton et al., 2008

	
	
	Rice Azucena 1ppm Arsenate
	3
	

	
	
	Rice Bala 0ppm Arsenate (Control)
	3
	

	
	
	Rice Bala 1ppm Arsenate
	3
	

	2. 
	GSE6901
	7-day-old Seedling (control)
	3
	Jain et al., 2007

	
	
	Drought stress
	3
	

	
	
	Salt stress
	3
	

	
	
	Cold stress
	3
	

	
	
	
	
	

	C) Biotic stress

	1.
	GSE7256
	mock 3 dpi
	2
	Ribot et al., 2008

	
	
	mock 4 dpi
	2
	

	
	
	FR13 3 dpi (Magnaporthe grisea)
	2
	

	
	
	FR13 4 dpi(Magnaporthe grisea)
	2
	

	2.
	GSE10373
	IAC165, 2 days after mock-infection
	2
	Swarbrick et al., 2008

	
	
	IAC165, 2 days after infection with S. hermonthica
	2
	

	
	
	IAC165, 4 days after mock-infection
	2
	

	
	
	IAC165, 4 days after infection with S. hermonthica
	2
	

	
	
	IAC165, 11 days after mock-infection
	2
	

	
	
	IAC165, 11 days after infection with S. hermonthica
	2
	

	
	
	Nipponbare, 2 days after mock-infection
	2
	

	
	
	Nipponbare, 2 days after infection with S. hermonthica
	2
	

	
	
	Nipponbare, 4 days after mock-infection
	2
	

	
	
	Nipponbare, 4 days after infection with S. hermonthica
	2
	

	
	
	Nipponbare, 11 days after mock-infection
	2
	

	
	
	Nipponbare, 11 days after infection with S. hermonthica
	2
	

	
	
	
	
	

	D) Hormone

	1. 
	GSE6719
	Root_DMSO-treatment_30min
	3
	Hirose et al., 2007

	
	
	Root_tZ-treatment_30min
	3
	

	
	
	Root_DMSO-treatment_120min
	3
	

	
	
	Root_tZ-treatment_120min
	3
	

	
	
	Leaf_DMSO-treatment_30min
	3
	

	
	
	Leaf_tZ-treatment_30min
	3
	

	
	
	Leaf_DMSO-treatment_120min
	3
	

	
	
	Leaf_tZ-treatment_120min
	3
	

	2.
	GSE5167
	7d_Control
	2
	Jain et al., 2009

	
	
	7d_IAA
	2
	

	
	
	7d_BAP
	2
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