ATTGTTGTTGCAGGATCGGTGAATGGCACTGGTACTTTGTTTGTGAAGCTGAGCAAGCTTCCAGGGAACAATACUHTAGTACCAIAGCCA
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TTGTTGCAGGATCGGTGAATGGCAQIGGTACTTTGT ____________
TGCAGGATCGGTGAATGGCACTGGTACTTTGTTTGT T
ATCGGTGAATGGCACTGGTACTTTGTTTGTGAAGCT
ATGGCACTGGTACTTTGTTTGTGAAGCTGAGCAAGC !
ACTGGTACTTTGTTTGTGAAGCTGAGCAAGCTTCCA
GGTACTTTGTTTGTGAAGCTGAGCAAGCTTCCAQGG
ACTTTGTTTGTGAAGCTGAGCAAGCTTCCAGGGAAC
GTTTGTGAAGCTGAGCAAGCTTCCAQGGAACAATAC
TGAAGCTGAGCAAGCTTCCAGGGAACAATACUHTA
CTGAGCAAGCTTCCAQGGAACAATACUHTAGTACC
AGCAAGCfTCCAGGGAACAATACUHTAGTACCATA
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CATGGAAACTGGCAAAACACCACGATAAAGACCAGA
ATGGAAACTGGCAAAACACCACGATAAAGACCAGAA

Sequence AAGCTTCCAqGGAACAATACTATTAGTACCATAGCC
eads from AAACTGGCAAAACACCACGATAAAGACCAGAAAATC GCTTCCGAGGAACAATTCTATTAGTACCATAGCCA
olved ACTGGCAAAACACCACGATAAAGACCAGAAAATCCT | CCAGGGAACAATACTATTAGTACCATAGCCA
e — TGGCAAAACACCACGATAAAGACCAGAAAATCCTTT : © GAACAATACTATTAGTACCATAGCCA
strain tha CAAAACACGACGATAAAGACAAGAAAATCCTTTATC : : ACTATTAGTACCATAGCCA
match AAACACCACGATAAAGACCAGAAAATCCTTTATCAC . :
reference ACCACGATAAAGACCAGAAAATCCTTTATCACGGAC ; :
genome CCACGATAAAGACCAGAAAATCCTTTATCACGGACT :
CACGATAAAGACCAGAAAATCCTTTATCACGGACTA :
GATAAAGACCAGAAAATCCTTTATCACGGACTAATG :
CATCCAAACTEECARAACACCACGATAAAGACCAGAAAATCCTTTATCACGGACTAAT _G :
e L :, :
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TAGGAAACTATTCATCATTAGTCCGTGATAAAGACC
GAAACTATTCATCATTAGTCCGTGATAAAGACCAGA
CTATTCATCATTAGTCCGTGATAAAGACCAGAAAAT
CTATTCATCATTAGTCCGTGATAAAGACCAGAAAAT
TATTCATCATTAGTCCGTGATAAAGACCAGAAAATC
TATTCATCATTAGTCCGTGATAAAGACCAGAAAATC
TATTCATCATTAGTCCGTGATAAAGACCAGAAAATC
TATTCATCATTAGTCCGTGATAAAGACCAGAAAATC
ATTCATCATTAGTCCGTGATAAAGACCAGAAAATCC
Contigs of CATCATTAGTCCGTGATAAAGACCAGAAAATCCTTT TATTAGTACCATAGCCATTCACCGATCCTGC
unmapped CATCATTAGTCCGTGATAAAGACCAGAAAATCCTTT AATACTATTAGTACCATAGCCATTCACCGATCCTGC
reads from — ATCATTAGTCCGTGATAAAGACCAGAAAATCCTTTA CAATACTATTAGTACCATAGCCATTCACCGATCCTG
evolved ATCATTAGTCCGTGATAAAGACCAGAAAATCCTTTA CAGGGAACAATACTATTAGTACCATAGCCATTCACC
strain TAGTCCGTGATAAAGACCAGAAAATCCTTTATCA TCCAGGGAACAATACTATTAGTACCATAGCCATTCA
TACGAAACTATTCATCATTAGTCCGTGATAAAGACCAGAAAATCCTTTATCA TCCAGGGAACAATACTATTAGTACCATAGCCATTCACCGATCCTGCAACAA
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