
CATGGAAACTGGCAAAACACCACGATAAAGACCAGA

AAACTGGCAAAACACCACGATAAAGACCAGAAAATC
ATGGAAACTGGCAAAACACCACGATAAAGACCAGAA

ACTGGCAAAACACCACGATAAAGACCAGAAAATCCT
TGGCAAAACACCACGATAAAGACCAGAAAATCCTTT

CAAAACACGACGATAAAGACAAGAAAATCCTTTATC
AAACACCACGATAAAGACCAGAAAATCCTTTATCAC

ACCACGATAAAGACCAGAAAATCCTTTATCACGGAC
CCACGATAAAGACCAGAAAATCCTTTATCACGGACT
CACGATAAAGACCAGAAAATCCTTTATCACGGACTA

GATAAAGACCAGAAAATCCTTTATCACGGACTAATG
CATGGAAACTGGCAAAACACCACGATAAAGACCAGAAAATCCTTTATCACGGACTAATG

ATTGTTGGTGCATGATCGGTGAATGGCACTGGTACT
TTGTTGGTGCAGGAGCGGTGAATGGCACTGGTACTT
TGTTGTTGCAGGATCGGTGAATGGCACTGGTACTTT

TTGTTGCAGGATCGGTGAATGGCACTGGTACTTTGT
TGCAGGATCGGTGAATGGCACTGGTACTTTGTTTGT

ATCGGTGAATGGCACTGGTACTTTGTTTGTGAAGCT
ATGGCACTGGTACTTTGTTTGTGAAGCTGAGCAAGC

ACTGGTACTTTGTTTGTGAAGCTGAGCAAGCTTCCA
GGTACTTTGTTTGTGAAGCTGAGCAAGCTTCCAGGG

ACTTTGTTTGTGAAGCTGAGCAAGCTTCCAGGGAAC
GTTTGTGAAGCTGAGCAAGCTTCCAGGGAACAATAC

TGAAGCTGAGCAAGCTTCCAGGGAACAATACTATTA

AGCAAGCTTCCAGGGAACAATACTATTAGTACCATA
CTGAGCAAGCTTCCAGGGAACAATACTATTAGTACC

AAGCTTCCAGGGAACAATACTATTAGTACCATAGCC
GCTTCCGGGGAACAATTCTATTAGTACCATAGCCAC

CCAGGGAACAATACTATTAGTACCATAGCCACGATG
GAACAATACTATTAGTACCATAGCCACGATGGTTGA

ACTATTAGTACCATAGCCACGATGGTTGATGAAGCA

ATTGTTGTTGCAGGATCGGTGAATGGCACTGGTACTTTGTTTGTGAAGCTGAGCAAGCTTCCAGGGAACAATACTATTAGTACCATAGCCACGATGGTTGATGAAGCA
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TACGAAACTATTCATCATTAGTCCGTGATAAAGACCAGAAAATCCTTTATCA

TATTCATCATTAGTCCGTGATAAAGACCAGAAAATC
TATTCATCATTAGTCCGTGATAAAGACCAGAAAATC
TATTCATCATTAGTCCGTGATAAAGACCAGAAAATC
TATTCATCATTAGTCCGTGATAAAGACCAGAAAATC

CATCATTAGTCCGTGATAAAGACCAGAAAATCCTTT

ATCATTAGTCCGTGATAAAGACCAGAAAATCCTTTA
ATCATTAGTCCGTGATAAAGACCAGAAAATCCTTTA

CTATTCATCATTAGTCCGTGATAAAGACCAGAAAAT
CTATTCATCATTAGTCCGTGATAAAGACCAGAAAAT

ATTCATCATTAGTCCGTGATAAAGACCAGAAAATCC

CATCATTAGTCCGTGATAAAGACCAGAAAATCCTTT

TAGGAAACTATTCATCATTAGTCCGTGATAAAGACC
GAAACTATTCATCATTAGTCCGTGATAAAGACCAGA

TAGTCCGTGATAAAGACCAGAAAATCCTTTATCA
TCCAGGGAACAATACTATTAGTACCATAGCCATTCACCGATCCTGCAACAA
TCCAGGGAACAATACTATTAGTACCATAGCCATTCA

CAGGGAACAATACTATTAGTACCATAGCCATTCACC
CAATACTATTAGTACCATAGCCATTCACCGATCCTG
AATACTATTAGTACCATAGCCATTCACCGATCCTGC

TATTAGTACCATAGCCATTCACCGATCCTGC
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