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Figure S2. Nucleotide and amino acid sequences of EF1033 and EF2713 after adjustment of the start codon.
Note that the middle part (representing 600 residues) of EF1033 is not shown, as indicated by the dotted
horizontal line. The N-terminal “extensions” of the proteins due to adjustment of the start codon are printed in
bold face. Both new start codons are preceded by putative ribosome binding sites, which are underlined.
Predicted signal peptidase I cleavage sites are indicated by vertical arrows. The putative LPXxTG motifs are
printed bold face and underlined. In both proteins the LPXTG motif is followed by a hydrophobic (italic) region
(identified with the TMHMM Server) and positively charged residues at the C-terminus (double underlined),
which is characteristic for functional C-terminal anchors that are attached to the cell wall by sortase.



